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Abstract: Rapid,sensitive and accurate detection of pathogenic microorganisms is critical for the diagno-
sis,treatment,prevention and control of infectious diseases. Based on the high sensitivity and specificity char-
acteristics of detection techniques of clustered regularly interspaced short palindromic repeats (CRISPR)-
CRISPR-associated protein (Cas) systems. This review summarizes the mechanism of CRISPR-Cas system,
the nuclease activities of different Cas and the research status of CRISPR-Cas detection technology in the de-
tection of pathogenic microorganisms. Moreover, the challenges of the CRISPR-Cas system in the application
of nucleic acid detection are comprehensively analyzed,and some existing solutions are proposed. At present,
the detection of non-nucleic acid targets based on the CRISPR-Cas system is still in the preliminary research
stage,but it has great potential to expand the detection field, shorten the detection time and improve the detec-
tion sensitivity, which provides a new way for the development of pathogenic microbial detection platforms
based on the CRISPR-Cas system.
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