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Abstract:Objective To analyze the epidemiological characteristics and drug resistance of Staphylococcus
aureus isolated strains from the pus of the patients with acute suppurative mastitis to provide a basis for clini-
cal treatment. Methods The breast pus of 133 outpatients with diagnosed acute suppurative mastitis in the
breast surgery department of this hospital from October 2018 to December 2020 was collected for conducting
general bacterial culture. The MALDI-TOF instrument was used to conduct the bacterial strain identification.
The software BioTyper was used to conduct cluster analysis. The VITEK-2 automatic microbial analysis sys-
tem was used to detect the drug resistance of the strains. PCR was used to detect the virulence genes [inclu-
ding hemolysin genes of hla and hlb,and Panton-Valentine leukocidin gene (PVL)]. The molecular typing of
the strains was performed by using multilocus sequence typing (MLST). Results A total of 100 strains of
Staphylococcus aureus were isolated. The resistance rate to penicillin was the highest (92.0%) ,followed by e-
rythromyecin, oxacillin and clindamycin, with the resistance rates of 55.0% ,43. 0% and 23. 0% , respectively.
The resistance rate to other antibacterial drugs did not exceed 10. 0% ,and no vancomycin and linezolid-resist-
ant strains were detected. A total of 43 strains of MRSA were detected,accounting for 43. 0%. The detection
rate of PVL was 27.0% ,and hla and hlb accounted for 77.0% and 10. 0%, respectively. One hundred strains
of Staphylococcus aureus were divided into four clusters: A,B,C and D by the MALDI-TOF instrument and
the type A strain was the main dominant bacterium. A total of 18 sequence types were detected in MLST,in

which ST59 (23.0%) was the main popular sequence type,followed by ST25 (21.0%) and ST398 (16.0%).
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Conclusion The virulence of MRSA isolated strains in the patients with mastitis in this hospital is strong.

The monitoring of this type of strain should be strengthened.
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