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Abstract: Digital polymerase chain reaction (dPCR) technology is a new molecular diagnostic technique
with higher precision, sensitivity and specificity than real-time fluorescent quantitative PCR (qPCR). dPCR
has now gained the wide application in biomedical fields,such as pathogen detection,copy number variation de-
tection, miRNA and unicellular gene expression analysis, next-generation sequencing and chromosome abnor-
mality detection,etc. Based on clinical testing applications, this paper outlines the principles and classification
of dPCR technology and conducts the comparative analysis between this technology with qPCR and next-gen-
eration high-throughput sequencing (NGS) technologies. Then this paper introduces the technical develop-

ment and latest achievements of dPCR in clinical testing,and discuss its facing challenges and development

prospects in the clinical practical application.
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