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Application of MALDI-TOF MS in rapid identification of NTM clinical isolates”
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Abstract:Objective To establish a rapid identification method for clinical non-tuberculous mycobacteri-
um (NTM) isolates and provide reference for the diagnosis and treatment of clinical NTM disease.
Methods Samples such as sputum,alveolar lavage fluid, chest puncture fluid,and cerebrospinal fluid were col-
lected from patients with clinically suspected NTM infection in 2018 —2020 in a tertiary hospital of Quanzhou,
China. With the help of Matrix-Assisted Laser Desorption/lonization Time of Flight Mass Spectrometry
(MALDI-TOF-MS) technology,a rapid identification method of clinical NTM isolates was established by im-
proving the pretreatment method (the improved formic acid extraction method) and exploring the detection
conditions. The accuracy of identification was verified by 16S rRNA sequencing as the gold standard.
Results Among the 50 clinical NTM strains collected,only 4 strains were identified by mass spectrometry u-
sing the traditional (coventional) treatment method with detection rate of 8. 0% ,while 24 strains were identi-
fied by mass spectrometry using the improved formic acid extraction method after pretreatment with detection
rate of 48.0%. The difference of detection rate between the two methods was statistically significant (P <C
0.01),and the identification results of the 24 strains identified by the improved treatment were completely
consistent with the sequencing results of PCR, with compliance rate of 100. 0%5. Conclusion The detection
rate of the mass spectrometric identification method of NTM formic acid pretreated substance is significantly
improved, which has certain clinical application value.
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