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Abstract: Objective To investigate the clinical diagnostic value of human mammary globin (hMAM),
small breast epithelial mucin (SBEM) and carcinoembryonic antigen-related cell adhesion molecule 19
(CEACAMI19) mRNA combined detection in breast cancer. Methods A total of 73 patients with breast cancer
admitted to the hospital from January 2019 to January 2021 were selected as the breast cancer group,another
70 patients with benign breast lesions during the same period were selected as the benign lesion group and 70
healthy volunteers during the same period were selected as the healthy control group. The mRNA expression
levels of hAMAM,SBEM and CEACAMI19 in the 3 groups were detected and compared. The relationship be-
tween clinical stage,lymph node metastasis and hMAM, SBEM,CEACAMI19 mRNA expression levels in pa-
tients with breast cancer were analyzed. The diagnostic efficacy of hMAM,SBEM and CEACAM19 mRNA a-
lone and in combination was analyzed by receiver operating characteristic (ROC) curve. Results The mRNA
expression levels of hMAM,SBEM and CEACAMI19 in breast cancer group were higher than those in benign
lesion group and healthy control group,and the above indicators in benign lesion group were higher than those
in healthy control group,the differences were statistically significant (P<C0. 05). The mRNA expression levels
of hMAM,SBEM and CEACAMI19 in stage [[I to IV breast cancer patients were higher than those in stage [
to ]I patients,and the differences were statistically significant (P <C0. 05). The mRNA expression levels of
hMAM,SBEM and CEACAMI19 in breast cancer patients with lymph node metastasis were higher than those
in patients without lymph node metastasis,and the differences were statistically significant (P <C0. 05). ROC
curve analysis showed that the sensitivity and specificity of combined detection of hMAM, SBEM and
CEACAMI19 mRNA in the diagnosis of breast cancer were 89. 52% ,65. 12% ,and the area under the curve was
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0. 874 ,which was higher than that of single detection (P <C0. 05). Conclusion

The combined detection of

hMAM,SBEM and CEACAM19 mRNA is effective in the diagnosis of breast cancer,and its expression level is

related to clinical stage and lymph node metastasis.
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antigen-related cell adhesion molecule 19
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