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L5 T AL BRI CAD ¥R YT A9 mBC B35 78 N 43 WG
7 1] 223545 ESRT 648, S8 25 . iyt dPCR,
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W] TSR TE 5 2 20K I 45 SR B — Bk i 2 K I i
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KOV 5L R M 25 B i (mCRC) H (1 [ 9 58 A2 11 iy
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FEME(MSI-HD B4R R 15% , 78 mCRC H i 2% ~



BREFEIER2023F2 A% 208% 38

Lab Med Clin, February 2023, Vol. 20, No. 3 e 413 -
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