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Abstract: Objective To construct and verify a long non-coding RNA (IncRNA) model for predicting the
prognosis of estrogen receptor positive breast cancer treated with tamoxifen by bioinformatics method. Meth-
ods Gene Expression Omnibus (GEQO) database was used to extract the chip sequencing data of estrogen re-
ceptor positive breast cancer,from which IncRNA expression data sets of tamoxifen-resistant and sensitive cell
lines were downloaded. The prognostic models were constructed by univariate and multivariate Cox regression
analysis. Hazard ratio (HR) was calculated according to the model,and the relationship between clinicopatho-
logical parameters and prognosis was analyzed in high-risk group and low-risk group. The relevant data sets in
the cancer genome atlas database were randomly divided into training set and validation set,and the results of
training set samples were verified by validation set. Results Differential IncRNAs of tamoxifen-sensitive and
tamoxifen-resistant breast cancer patients were compared and screened in GEO database and the cancer ge-
nome atlas (TCGA) database,and finally 116 IncRNAs were obtained. Subsequently, univariate Cox regression
analysis was performed to calculate the HR and P values of each IncRNA and the overall survival rate of
breast cancer patients,and finally 8 significantly related IncRNAs were obtained (P <C0. 05). Multivariate Cox
regression analysis was used to establish a prognostic model consisting of 6 IncRNAs. According to the median
HR in the training set, patients in the training set and validation set were divided into high-risk group and
low-risk group. Log-rank test results showed that there were statistically significant differences in the survival

rates of high-risk group and the low-risk group in the training set and validation set (P =7X10"",0. 008).
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Conclusion The 6 IncRNAs have certain prognostic value in patients with estrogen receptor positive breast

cancer, which might provide a basis for the research of reversing tamoxifen resistance and treating cancer.
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