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Abstract:Objective To evaluate the diagnostic value of long non-coding RNA (IncRNA) in pulmonary
tuberculosis by Meta-analysis. Methods PubMed, Web of Science, Embase, The Cochrane Library, SinoMed,
CNKI,Wanfang and VIP databases were searched for published studies on the use of IncRNA in the diagnosis
of pulmonary tuberculosis,and the retrieval time was from the establishment of the database to January 2021.
In strict accordance with the inclusion and exclusion criteria, literatures meeting the requirements were select-
ed for data extraction,and the quality of the selected literatures was evaluated by Quality Assessment of Diag-
nostic Accuracy Studies(QUADAS)-2. Statal5. 0 was used for Meta-analysis,and bivariate mixed effect model
was used for pooled analysis of sensitivity,specificity and other indicators. Subgroup analysis was performed in
active pulmonary tuberculosis group according to specimen type, sample size of case group and publication
year,etc. Results A total of 12 literatures were selected,including 8 literatures in Chinese and 4 literatures in
English. A total of 1 145 patients and 1 585 controls were enrolled. Among them,there were 7 cases of active
tuberculosis (a total of 16 comparison groups). Meta-analysis results showed that the combination sensitivity
was 0. 75(95% CI ;0. 67 —0. 82) , specificity was 0. 87(95%CI:0.80—0.91),and AUC of SROC curve was
0.88(95%CI:0.85—0.91). Subgroup analysis suggested that sample size and RNA extraction method might
be the source of heterogeneity. The tuberculosis group (unclassified) was analyzed in 6 cases of pulmonary tu-
berculosis (a total of 7 comparison groups) ,and the AUC of SROC curve was 0. 80(95%CI:0.76—0.83).

Funnel plots showed a possible publication offset in the active pulmonary tuberculosis group (P<C0. 1), but
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not in the pulmonary tuberculosis group (P>>0. 1). Conclusion

LncRNA has high sensitivity and specificity

in the diagnosis of active pulmonary tuberculosis or pulmonary tuberculosis group,and its simple operation

has good clinical diagnostic value.

Key words:long non-coding RNA; Mycobacterium tuberculosis;

agnostic value
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