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Abstract: Objective To investigate the relationship between genetic polymorphisms of V-group trans-
membrane domain inclusion 2A (VSTM2A) and major histocompatibility complex class | associated gene A
(MICA) and the risk of non-small cell lung cancer (NSCLC) and the clinicopathological characteristics of pa-
tients. Methods A total of 90 NSCLC patients admitted to the Affiliated Hospital of Shaanxi University of
Traditional Chinese Medicine from January 2019 to January 2020 were selected as the lung cancer group,and
90 healthy volunteers during the same period were selected as the control group. The gene polymorphisms of
VSTM2A-rs7457728 and MICA-rs2516448 locus in the two groups were detected. Compared the genotype and
allele distribution of the above locus in the two groups of patients. Logistic regression was used to analyze the
influence of the above locus genotypes on the incidence of NSCLC. The relationship between the gene poly-
morphisms of the above locus and the clinicopathological characteristics of NSCLC patients was also analyzed.
Results The frequency of C allele and CC genotype of VSTM2A-rs7457728 locus in the lung cancer group
was significantly higher than that in the control group,and the differences were statistically significant (P <C

0.05). The frequency of T allele and TT genotype of MICA-rs2516448 locus in the control group was signifi-
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cantly lower than that in the lung cancer group.and the differences were statistically significant (P <C0. 05).
Logistic regression analysis showed that carrying VSTM2A-rs7457728 locus CC genotype and MICA-
rs2516448 locus TT genotype were risk factors for NSCLC (P <C0. 05). The TT genotype frequency of MICA-
RS2516448 locus in adenocarcinoma patients was significantly higher than that in squamous cell carcinoma pa-
tients, the difference was statistically significant (P <C0. 05). Conclusion VSTM2A-rs7457728 locus C allele
mutation and MICA-rs2516448 locus T allele mutation can increase the risk of NSCLC,and MICA-rs2516448

locus TT genotype was associated with the pathological type of NSCLC.
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