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Analysis of relationship between FceR1o gene polymorphisms and allergic rhinitis”
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Abstract : Objective To analyze the a segment of IgE high-affinity receptor (FceR1la) gene single nucleo-
tide polymorphisms (SNP) at the rs2427827 site,and to explore its relationship with allergic rhinitis (AR).
Methods By using the case-control group method, 151 patients with AR diagnosed in the otolaryngology head
and neck surgery department of this hospital from January 2019 to July 2020 were selected as the AR group,
and 108 healthy volunteers undergoing physical examination at the same period were selected as the control
group. Three mL of anticoagulant peripheral blood was collected in all subjects and blood DNA was extracted,
the FceRla gene polymorphisms at rs2427827 site in the two groups were detected by Mass ARRAY iPLEX
GOLD typing technique;the Logistic regression was used to analyze the relevant factors affecting the AR sus-
ceptibility. Results The CC genotype frequency of FceRla gene rs2427827 site was 66. 2% , although which
was higher than that in the control group by 65. 7% ,but the difference was not statistically significant (P >
0.05); the Logistic regression analysis results revealed that the mutant heterozygous genotype TC (P =
0.226,0R=2.15,95%CI:0. 63—7.85) and the mutant homozygous genotype CC (P =0. 262,0R =1. 97,
95%CI:0.61—6.90) had no correlation with the onset of AR. The comparison between mutant alleltype C
and wild alleltype T found that the risk suffering from AR was not increased,and the difference was not sta-
tistically significant (P =0.603,0R=1.12,95%CI:0.72—1.75). Conclusion The FceRla gene SNP has no
significant correlation with AR, but due to the limitations of sample conditions, it is necessary to expand the
sample size and sample selection range for further investigation.
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