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Abstract: Objective ~ To explore the association between CDKN2BAS gene at loci rs1333049 and
rs4977574 polymorphism with Kawasaki disease (KD) and its correlation with coronary artery lesion (CAL).
Methods
control group. The DNA was extracted from peripheral blood samples of two groups and detected the geno-
type of CDKN2BAS gene loci rs1333049 and rs4977574. Results
CG,CC genotype distribution and G, C allele frequency between study group and control group at rs1333049
site (P>0.05). There was no significant difference on AA,AG,GG genotype distribution and G, A allele fre-
quency between study group and control group at rs4977574 site (P>>0. 05). There was no significant differ-
ence on genotype distribution and allele frequency of rs1333049 and rs4977574 of CDKN2BAS gene between
children with KD complicated with CAL and children with KD without CAL (P>>0. 05). Conclusion The as-
sociation of the loci rs1333049 and rs4977574 polymorphism of CDKN2BAS gene was not found with KD or
KD complicated with CAL.
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A total of 100 cases with KD were selected in study group,and 100 healthy children were selected in
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WA % H H AT Bt = CDKN2BAS 3 [/ 5 1] i %
KRR A IR TE . AW 5T R I 1 % BB 1 Ty vk
k #% if CDKN2BAS 3t rs1333049 v A K&
rsA977574 i 15 S5 2 0 5 )1 0 95 & 95 S A el iR
I (CAL L E,

1 #ERE5RA%

11 — e Rl 4% B0 505 19 32 I b o, ok
2016—2019 4 B iy 14 D% N 085 995 £8 L 100 461 44
NS4, T F8 LA e i JG Bl ] DG AR A bk 2R
(IVIG) 25 58 . AR 4 98 [0 ik 0 25 2 S ) e R 3 ik
Pk ZAE KN O IER 6 2 3% ) S R A A5 R
ZAEY B ZAE<<2 B L8 AN 95 TG TR 3l ik
B2 (KD-NCAL 41) . Z (=2 1Y B ILAN AN 595 &
FaE ok 3l bk B 1 41 (KD-CAL 41). KD-CAL 41 25
%1, KD-NCAL 41 75 5], #5558 i, £ 42 f,
Fefglsh 1,38 + 1. 005 P2 4E % (34, 17+ 24. ) H
3 A i B TR A A B A4 A feE B 25 41 L 100 491 48 A X R
o B TGV R 9 A S0 I A DR 9 9 o L R
R e 4 . X RRAL P 5 49 i, % 51 B, Ak
Bil>Ar 0. 96 ¢ 1. 00, FIJ4FE#E (42, 38+28. 3) /N H . X 1R
50 5% 240 B L b A, 22 R RS B (P>
0.05),

1.2 ik

1.2.1 pARE HEMEESHFRSRET AR ZG.
FH & 2 B 2,18 — 81 (EDTA-K,) () — IR Pk R I 45
RAEFTA WIS 2 mL F ki, & T80 CukFa M
A

1.2.2  JEH 4 DNA $2HC HCHE K i bx A, 1 H
Promega DNA $2& Bk ) &, # 6 B 5 225k 2 B
DNA, i NanoDrop ND-2000C 50 43¢ 6 & i+ 317 46
JEE VR BE A I A7 T80 C R VKA & .

1.2.3 ZAMRIN R RGBS RN - ELE 7 2
(PCR-SBT) #:illl CDKN2BAS 3 £ &4 , i 13 Gen-
Bank ¥ %] CDKN2BAS K 41, 519 i 40 1 A= 9
AR CE®) AR 74 B rs1333049 L5140k 5'-
CTTGAGACTAGTATACCAATCATACTCCT-3',
FHial ¥k 5-TACATATGTGTTAATGACA-3';
rsd977574 51 ¥ R 5-CATGCTTTCTGAAA-
CAACACG-3", Fi#E 51 N 5-TAATGGAGGTGT-
GGTCAGCA-3", PCR FRifR & K 15. 0 pL, £33 i
IR DNA 1.0 pL, Tag DNA %4 8§ (Mix 1)
9.0 uL, 51 W 4% 0.5 pl, EB T KM AE 15. 0 pl.
rs1333049 i &, PCR 4" 34 2 b 2 : (D AE 94 C X
FESLIEAT 5 min W TAE PR 1 WK (2) 4% LU B B EAT
35 WAEFF .94 “C RASM: 30 s, f& % 60 “CiR k 30 s, &
FEHRTFER 72 CHk4T 40 s FEMH; (3) )5 5 min ZEfH 4
CHRFE . rsd977574 i 55 PCR 948 & p 4544 (D) 7E
94 CTFXIAEM AT 5 min MFAEPE 1 W ()DL
A IRVEAT 35 AR, 94 C R A 40 s, [ & 60 CiR

K40 s T E 72 CHEfT 40 s FEH; (3 FJF 5
min ZEMH, 4 CHRAE. XY 8=y a5 i 1.5%
BB B LUK, AT AE SR AN AT TR BEAH JE UL E 45 SR Il
S L TK I 1 L A0 A ) E P R 5 S, PCR
Yk AN AP H R R A3 BR 2 &) 17 3 R
F¥H Chromas # A4 53 B I T 45

1.3 ZEit2gab3 R SPSS20. 0 48t 34 i 17 %k
P b B G813 B ke DR 75 0 A5 A7 2k DR A 36 DL 1) K
R FE R LR FE R X K. B 5T 4 Akt
S A B R R % A5 A7 B R AR iE 4T Hardy-Weinberg it
S 5 R U IE S D A2 PR AL R B A7 A st ALy, LU
P<0.05 AESAHSI#E L.
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2.1 CDKN2BAS %A rs1333049 {7 £}z rsd977574
2RI CDKN2BAS 3 [H rs1333049 {3 5
PCR 338 F- Be K /N>R 313 bp,rsd977574 fif 5 PCR 3~
B R BER/INR 411 bp {8 100 5 T A R A H VK 43
(Kl 1, ¥ PCR Fr 4% 7= # i 47 2 B W ¥, B oR
rs1333049 fif SHAETE CC.CG.GG 3 i 3 H 1 (| 2) 5
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X0 5% 20 A X BR2H i 47 Hardy-Weinberg 5t f% V- i &
BEE 5. bF 52 45 X R 41 CDKN2BAS 3 [
rs1333049 o7 i F [A 7Y 450 56 53 A 45 4 38t 1% 7 i 2 1
(X*=5.989,P>0.05;X*=1.588,P>0.05); {554
5% 4] CDKN2BAS 5E A rsd977574 {3 i 3 [ 78 43
RO AT A AL O i € A (X7 = 0. 430, P > 0. 05;
X*=0.745,P>0.05),
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2.2 CDKN2BAS JEH A S5 2 5221

2.2.1 I B )L CDKN2BAS 3[4 rs1333049 {if
MEZBMRAEL R4 55 R4 CDKN2BAS 5 A
rs1333049 fii 2 &M C.G S 3 H R 1 CC.CG.
GG HHEMI AWM M. ZRYLRITFE XL
(P>0.05), W, # 1. KD-CAL 415 KD-NCAL 4
CDKN2BAS 3 [H rs1333049 v 5 Z &M C.G 47
FEH AR CCLCG.GG He K RUJT R () 4 A b5, 22
S TG E L (P>>0.05), L% 2,

2.2.2 IG5 B )L CDKN2BAS #£[H rs4977574 i
MEAMNAEL PRSI 4 CDKN2BAS 5 H
rsd977574 7 )5 2 A ALG AL R BRI AAL
AG.GG BEHBIR W A lb S, Z2 R LS ¥ B
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X (P>0.05), W% 3, KD-CAL 45 KD-NCAL 4  ZERWBEM AAAG.GG F [F RIS R 1 70 i HL i, 22
CDKN2BAS J[H rsd977574 fi 5 2 A.G %6 SISt 2 X (P>0.05), L3 4,

23
r 28 2% e @ F =¥ rroros
A B C <
CC CG GG
MA\ &Zl[l\/ |
VAl CCHATs BY CGAA T C GG alA T,
2 CDKN2BAS E A rs1333049 fi &5 PCR =¥l F & R
p=1 = = = - = = -
A < A G P c A G

A

AA

v

E:ANAAGIS T3 BN AGRET;CH GG T,
3 CDKN2BAS £ R rs4977574 fii &% PCR =1 F & R

1 HRAMIT A COKN2BAS EE rs1333049 A S SMENEMEEMESERB I MR (%)]

6 3 PR AT 2 i [ LA 22
2190 n
C G cC CG GG
X e 4 100 112(56.0) 88(44.0) 27(27.0) 58(58.0) 15(15.0)
BTl 100 103(51.5) 97(48.5) 18(18.0) 67(67.0) 15(15.0)
x* 0.814 5 2.448 0
p 0.366 8 0.294 1

x2 KD-CAL 85 KD-NCAL 28 CDKN2BAS £ & rs1333049 i A S S UMW EMEFMESEFEB SRR (%) ]

SV 3 PR R e R R Af 2R
215 n
C G cC CG GG
KD-NCAL 4 75 78(52.0) 72(48.0) 13(17.3) 52(69. 3) 10(13.3)
KD-CAL 4] 25 25(50. 0) 25(50.0) 5(20.0) 15(60.0) 5(20.0)
2 0.060 0 0.873 4
P 0.806 4 0.646 2

x3 FRASXEBA CODKN2BAS £ E rsd977574 M S S A M HNEMERFRSEFB A HEERI2(X)]

A 0 5 PR AT i P LB
5 n
A G AA AG GG
X} 100 96(48.0) 104(52.0) 20(20.0) 56(56.0) 24(24.0)
W 100 109(54.5) 91(45.5) 32(32.0) 45(45.0) 23(23.0)
x? 1.691 1 3.9885

P 0.193 5 0.136 1
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x4 KD-CAL 85 KD-NCAL 28 CDKN2BAS B & rsd4977574 i A S A MM EMERAMESEER S AR (%) ]

20 5] n
A G AA AG GG
KD-NCAL4l 75 81(54. 0) 69(46.0) 22(29.3) 37(49.3) 16(21.3)
KD-CAL 4 25 28(56. 0) 22(44.0) 10(40. 0) 8(32.0) 7(28.0)
X 0.060 5 2.280 8
P 0.805 7 0.319 7
3 3 ® RURIASR L4 7 TT i PR A 9 A4S K 3R 38 T8 i /K F- 1

IR 995 4 & 1 W6 R 4l L s k0 AR e F2 A T A
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5 1) I K F2 BJE CAL, J™ 5 i B 28 v] R BUE AR 5 ik
A . TE R AR AR & IVIG ML . B 4
BB LA 1 B2 & R Sk bk Bl kR s T A
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(9 290 » B AT PR 60 R 0 L T i B TR O L B IO R B 2 R
A PR LA R Bl K oK R B Ak L2 RUBE PR A . ZE M
ABEH, CDKN2BAS %£ A rsd977574 fif S 4 G 45
A7 % A AT RE 38 AR e 0 5 L 0 LA BE Y XURSE
rs1333040.rs1333049 Fl rs2383207 i i £ M5 K
TR R O Y R XU S A O . CDKIN2BAS
FEIA rs1333049 C>G 5 20 LA AL 58 9 KUK . 2
A, AT CDKN2BAS J:[H rs2383207 fif i th 5 i
O RO KUK 3 AT B A B g & B, CD-
KN2BAS J: A rs2184061 fif 5 AA FEFE BB I T 45
& UL b KT 2l ok oks A B Ak P8 i A B8 109 2 5 AU o 485 7y
C A5 o7 J5 PRI D) 2 1Y Jd I AR i g XU 5[] ) 5 rs 7044859
LA AA BRI AR RE 21 i 45 % DL CHE 3l ok ok
F B A i BE 1 o XU — O R A O T
%P, CDKN2BAS rs2151280 A>G 5 i i % 4= R
W T A G T rs1136410 Ay GG K& [F YA ) T JC ik
J& A A RN R AR AL rs1136410 A > Gl rs7763881
A C A M T e B 8 i s A g — T
TR i 0 B 5 & B 54 rs1537373 TG/GG A [

CDKN2BAS, M1 T He i B 98 1 5 S vk . i o
K I CDKN2BAS 7£ 2 Bl 58 iE e G 58 95 9 & 1L 7 v
EE T EEMAE, I SONG 2570 % A B 4k 30 ik
O R B ALY S AT AF 5 . & BLER R CDKN2BAS ZE i
I P B A0 P g T T A AR L B OR R
i CDKN2BAS 335 A] e X} 2 Jik ok A 1 Ak 185 3R 97
B E M. JARINOVA 299 % 31, CDKN2BAS
S DRIRT DL 428 7 U0 P B2 4 L 1 4R Pk S iy . X S BF Y
P&~ CDKN2BAS JE [ ] fig 726 1] Ui 995 1) & 5 2o # v 2
55498 S M R S 30T R o I A AR Y R A (HER D
Ul CDKN2BAS Fe PR 22 250k 5 )1 Ui o5 G B PR iy e 1E

AHE 58 XF WF5E 4 5 x4 B4, KD-CAL 415 KD-
NCAL 4 () CDKN2BAS %t rs1333049 fif 4 .
rsA977574 v 15 ) A AV FHk PRI AR 3R 0 3k DR R0 01 36 AT
L, BRI TG L (P>>0.05) , 38758 )1 I8 9% & 5
KA 3 CAL A5 CDKN2BAS 3£ rs1333049 {7 4 .
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