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Abstract: Tuberculous meningitis (TBM) is a central nervous system infection caused by Mycobacterium
tuberculosis,with high mortality and disability rates. Early diagnosis is essential to improve prognosis. Tradi-
tional diagnostic methods have the disadvantages of low sensitivity and long time consumption. As a new mo-
lecular diagnostic technology, metagenomic nextgeneration sequencing (mNGS) provides new possibilities for
the early diagnosis of TBM. This article summarizes the application progress of mNGS in the diagnosis of
TBM,focusing on the advantages and limitations of mNGS. Compared with traditional detection methods,
mNGS has high sensitivity in patients with different types of TBM. The combination of mNGS and traditional
TBM detection methods can further improve the detection rate of TBM patients. mNGS has the advantage of
broad-spectrum and unbiased detection. The detection rate of mNGS was less affected by treatment. However,
mNGS still faces the limitations of false negatives, limited ability to predict drug resistance, dependence on
professionals for data analysis,lack of standardized process and quality control system,high cost,and long cy-
cle time. Although mNGS has shown great potential in the diagnosis of TBM,it has not yet become a first-line
diagnostic tool, mainly due to technical limitations and application cost. In the future,it is necessary to pro-
mote the construction of standardized process of mNGS, improve the ability of drug resistance prediction,
strengthen professional training,and reduce the detection cost to promote the wide application of mNGS tech-
nology in TBM diagnosis,so that it can become a routine clinical diagnostic method.
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