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 OE.HR WA EED @R (NSCLCO) ¥ iz 2 4F F M kB S(USPS) . R 4 e £ K B F 18
(FGF1) 89 A R W R E L, Ak #2018 5 10 A £ 2020 4 10 A #Z ok % 49 NSCLC % # 102 #] 4 #F
R F, RN IR A K e 5 R T B R A B4 R 4 USPS.FGF18 /2 NSCLC 404 o Jf 5 40 4% F 89 &
b A mRNA K-F., KA Kaplan-Meier £ 4 W & 547 R B USPS mRNA.FGF18 mRNA 4% ik 5 5L NSCLC %
H A AR, R A Cox @125 # USPS mRNA FGF18 mRNA & # L3k NSCLC % FE ¥ %h, &R
NSCLC #2822 USP8.FGF18 & & M % 5 %] 4 88.23%(90/102).80. 39%(82/102) . & FIE F AL 7.84%
(8/102).,9.80% (10/102), 2 F 3 A o+t F & L (X* =132. 046.102. 634, P <C0. 05), NSCLC %% 41 2% ¥+ &%
USP8 mRNA .FGF18 mRNA K -F & FHEFAL, ZFHA LT FELP<0.05 ., TNM 45H 1 4 A#He s
3589 NSCLC & # B4 4+ 49 USP8 mRNA . FGF18 mRNA K-FH 25 F TNM 541 | ~ [ #45. Loh ez 4
#%8 NSCLC &%, 2 F A%+t 3 &L (P<0.05), USPS mRNA #F &K (=>3.52,49 #1)3 F A HF A
44.90%(22/49) ,USP8 mRNA 4k & ik 20 (<(3.52,53 )3 F XA H 54 71.70%(38/53); FGF18 mRNA &
FAK(Z=2.79,50 B1)3 F XA FFEH 46.00%(23/50) ,FGF18 mRNA &k k& ik 40 (<2.79,52 #1)3 S Z A H %
% 71.15%(37/52), & F USP8 mRNA.FGF18 mRNA % ik 204 4 ¥ & b4, £ 53 A % it 3 & L (Logrank
X*=9.931.7.922,P=0.002.,0.005), USP8 mRNA % FGF18 mRNA & & # 2 NSCLC 3% T® Ak H %
(P<<0.05), #5i1® NSCLC #4242 USP8.FGF18 K-F 7% .5 TNM 4 .k & 4 #:45 & X, T 4 4 345 NSCLC &
H G AR EW .,
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The expression and clinical significance of ubiquitin specific peptidase 8
and fibroblast growth factor 18 in non-small cell lung cancer”
CHEN Gang ,WU Xia .GE Hongting
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University Affiliated Huai'an Hospital s Huai'an s Jiangsu 223300,China

Abstract : Objective To investigate the expression and clinical significance of ubiquitin specific peptidase 8
(USP8) and fibroblast growth factor 18 (FGF18) in non-small cell lung cancer (NSCLC). Methods A total
of 102 NSCLC patients admitted to Huai'an Fifth People's Hospital/ Yangzhou University Affiliated Huai'an
Hospital from October 2018 to October 2020 were selected as objects in this study. Immunohistochemistry and
real time fluorescence quantitative polymerase chain reaction were used to detect the protein and mRNA ex-
pression levels of USP8 and FGF18 in NSCLC tissues and adjacent tissues. Kaplan-Meier curve was used to
analyze the survival rate of NSCLC patients with different USP8 mRNA and FGF18 mRNA expression,and
Cox regression was used to analyze the influence of expression status of USP8 mRNA and FGF18 mRNA for
prognosis in NSCLC patients. Results The positive rates of USP8 and FGF18 protein in NSCLC cancer tis-
sues were 88.23% (90/102) and 80.39% (82/102) respectively, which were higher than those in adjacent tis-
sues 7.84% (8/102) and 9.80% (10/102) respectively, with statistical significance (X*=132. 046,102. 634,
P<C0.05). The expression of USP8 mRNA and FGF18 mRNA in NSCLC cancer tissues were higher than
those in adjacent tissues,the differences were statistically significant (P <C0. 05). The levels of USP8 mRNA
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and FGF18 mRNA in TNM stage [l and lymph node metastasis tissues were significantly higher than those in
TNM stage [ —1II and non lymph node metastasis NSCLC cancer tissues, the differences were statistically
significant (P<C0. 05). The 3-year overall survival rate of the USP8 mRNA high expression group (= 3.52,
49 cases) was 44. 90% (22/49), while the 3-year overall survival rate of the USP8 mRNA low expression
group (<(3.52,53 cases) was 71.70% (38/53). The 3-year overall survival rate of the FGF18 mRNA high
expression group (= 2.79,50 cases) was 46.00% (23/50), while the 3-year overall survival rate of the
FGF18 mRNA low expression group (<(2.79,52 cases) was 71.15% (37/52). The survival curves of different
USP8 mRNA and FGF18 mRNA expression groups were compared, the differences were statistically signifi-
cant (Log-rank X*=09.931,7. 922, P=0.002,0. 005). High-expression of USP8 mRNA and FGF18 mRNA
were risk factors for death in NSCLC patients (P<C0. 05). Conclusion
USP8 and FGF18 in NSCLC tissue is related to TNM staging and lymph node metastasis,and could be used as

The high-expression expression of

prognostic markers for NSCLC patients.
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