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Abstract: Objective To investigate the relationship between miR-216b-5p, miR-589-5p and tumor malig-
nant proliferation gene expression and prognosis in breast cancer tissues. Methods A total of 490 breast canc-
er patients who were admitted to Nanchong Central Hospital from August 2017 to August 2020 were selected
as study objects. MiR-216b-5p, miR-589-5p and malignant proliferating genes [ Yes associated protein 1
(YAPD),PIwil-like protein 2 (Piwil2)and zeste gene potentiator homology 2 (EZH2) ] levles in cancer tissue
and paracancer tissue were detected by real-time fluorescence quantitative polymerase chain reaction. Patients
were followed up for 3 years,and they were divided into survival group and death group according to overall
survival. Pearson correlation was used to analyze the correlation between the levels of miR-216b-5p, miR-589-
5p and the levels of malignant proliferation genes in breast cancer tissues. The 3 years survival of breast cancer
patients was analyzed by Log-RankX” and Kaplan-Meier survival curves. Multivariate Cox regression was used
to analyze the influencing factors of death in breast cancer patients. Results MiR-216b-5p and miR-589-5p in
breast cancer tissues were lower than those in paracancer tissues,while the messenger RNA(mRNA)levels of
YAP1,Piwil2 and EZH2 were higher than those in paracancer tissues,with statistical significance (P <Z0. 05).
The proportions of patients with lymph node metastasis, TNM stage [l , miR-216b-5p low expression and
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miR-589-5p low expression in death group were higher than those in survival group, with statistical signifi-
cance (P<C 0. 05). Kaplan-Meier survival curve analysis results show that the survival curves of patients with
miR-216b-5p low expression, miR-589-5p low expression,lymph node metastasis and TNM stage [l were low-
er than those of patients with miR-216b-5p high expression, miR-589-5p high expression,no lymph node me-
tastasis and TNM stage [ + Il respectively (P <C0. 05). Multivariate Cox regression analysis showed that
lymph node metastasis, TNM stagelll ,miR-216b-5p low expression and miR-589-5p low expression were risk
factors for death of breast cancer patients (P <C0. 05). Conclusion Compared with paracancer tissue, miR-

216b-5p and miR-589-5p in breast cancer tissues are decreased, which are associated with high expression of

malignant proliferation genes,increased TNM staging,lymph node metastasis.
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& IncRNA RPPH1.miR-145-3p Xt fii ¢ & J& {
B )lREEFEEEAMERNMMNE

Lek'.s Mm.ERP
A KRR TE PO ER. L LA 2, s —H, TR 072750

# E.BH £t F IncRNA RPPH1 .miR-145-3p s A £ X B (MP) Bt BILatE B E R E LG
HFMMAL, FiE EI 2020456 A 22023 F5 A AERELEITH 124 ) MP B4 8 ILAVEH MP & 441,
% R E AR % IR B AT AR A 6 124 B4 L EAE A 2P R 2E, 1R 3B CURDB-65 5 R Lt A7 7 = £42 i 4%,
¥ MPREBISATEUSBREN, Wi 6 AMNA REREHAKREB LS ARG RGAFRTE RRAE, R
B et s b R B R A% R BN 2 F IncRNA RPPH1 . miR-145-3p & ik K-F, R A Pearson #8 % 5 4 MP
R %)L A% IncRNA RPPH1 & X K-F 5 miR-145-3p Rix K- F #9482, 24 ZXF T4/ (ROC) ¥ £
S5 # f i IncRNA RPPH1 ,miR-145-3p &F & & MP & % 69 T2 ] & 56 & 3k MP & % & OLFJE R R & T A48,
KA %A ZE Logistic MBS MP R EZBILMERR AR F, &R MP & #4%)LkE IncRNA RP-
PH1 & A K -FAK T AR 2L, fo7F miR-145-3p R A K-F & TR A, £ FH A L35 &L (P<0.05) ., 59 #l %
JUBINEE 0,65 6 BILANEE W, &M AF IncRNA RPPHI & K FAK T2 20, miR-145-3p & kK
FEHTFREM, 2R A% F &L (P<0.05), TargetScanHuman M 3k FA M 25 & 2 &, IncRNA RPPHI1 %5
miR-145-3p 18 & &£ 4 A4% %, Pearson 48 % > L R 2 =, MP & # &)L % IncRNA RPPH1 2%k K+ 5
miR-145-3p £ A KFEZ iM% (r=—0.663,P<0.05), ROC W& M4 R E T, & IncRNA RPPHI ,miR-
145-3p BEAFAm £ B MP & ey & T @R (AUC) 4 0. 898, K T f27% IncRNA RPPH1,miR-145-3p ¥ 4k 7
m ey AUC(Z=2.065.2.106,P=0.039.0.035), ARIEMIF LR ,76 66 BILAANT)G B 4F40,48 ] BILHNTR
JERB M, TRE R R A AF IncRNA RPPHI & i K -FAK TG B4F 4, fo 7 miR-145-3p A& K-F & THE
BAFLL, 2 ¥ A %t 5 & X (P<<0.05), ROC &4 ERE T, oF IncRNA RPPH1 . miR-145-3p H 4R
M MP B EILFRE R B # AUC 4 0.927, K T 7% IncRNA RPPH1.,miR-145-3p 2 & FA M 4§ AUC(Z =
2.590.2.385,P=0.010,0.017), % B % Logistic @2 5 # £ R 2 7, f2 7 IncRNA RPPH1<C0. 836, miR-
145-3p=1.224 # MP B B IILFRE R R W AR E £ (P<0.05), &it MP & # &)L &% IncRNA RPPHI1
KPR FEBAL, miR-145-3p K F R F &, B4R F 2% IncRNA RPPH1 ., miR-145-3p £ sk fam , — % B A4 TR
mEE MP B FE R MP BILTE R B 6 R FIF,

L8R K4k 3E %45 RNA RPPHI1; #%/ RNA-145-3p; JL&; MELRK; RBHE; i
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Predictive value of serum IncRNA RPPHI1 and miR-145-3p for the severity and
prognosis of Mycoplasma pneumoniae infection in children”
MA Yabo' ,GAO Shan',DONG Yanju®
1. The Second Department of Pediatric;2.the Second Department of Respiratory ,Baoding Second
Central Hospital ,Baoding , Hebei 072750,China

Abstract : Objective To explore the predictive value of serum IncRNA RPPH1 and miR-145-3p for the se-
verity and prognosis of Mycoplasma pneumoniae (MP) infection in children. Methods A total of 124 children
with MP infection who received treatment in the hospital from June 2020 to May 2023 were selected as the MP
infection group,and 124 healthy children who underwent physical examination in the hospital during the same
period were selected as the control group. According to the CURB-65 scoring system, the severity of MP-infec-
ted children was assessed and divided into severe group and mild group. The patients were followed up for 6
months and divided into good prognosis group and poor prognosis group. The expression levels of serum In-

cRNA RPPHI1 and miR-145-3p were detected by real-time fluorescence quantification and polymerase chain re-
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