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 E.BHH KT ESHWR L (APTB) & & f i # 0 B 48 4 52-708 (miR-708) . # > 4 4 4 B2 -99a
(miR-99a) R F AW R &L, FHik #HI 2020 %F 6 A £ 2021 6 Azl ey APTB &4 94 #1414 APTB
Y, BRI B TiZ AR P AT R RERAE 94 PIE AT RRA, #RIE APTBEE RIECERES A
BEM PEM EEM, REFREERE S ATRBERRE FERGMHE, KA SHERXT TR AL RN AN
A2 7 miR-708 . miR-99a #9482 & ik & . KM Spearman #8% 4 A miR-708 \miR-99a /K -F 5 s & = & £2 JF 4 %
R, H %R F DA AE(ROC) W & 9 7 27 miR-708 . miR-99a ¥ & & B A4l 5 APTB TG # 3% 1& 14,
R APTB 4 miR-708 . miR-99a K-F MK T B4, £ F ¥ A %5 &L (P<0.05), TEAMA 31
), LN 30 B, B2 LN 33 #), 3% E A ik miR-708. . miR-99a K- FH HFrEMAL EHEM, A b A
20 7% miR-708 . miR-99a K-FH & T EHE U, £ FH A% 5 F L (P<T0.05), Spearman 18 £ W &R B
T, miR-708 . miR-99a K-F L5k m = EARLEH EZ HiMAG,=—0.687,P<<0.05;r,=—0.523,P<C0.05), )5
RAFHN 60 0, TS R B AN 34 4], TR R fiEF miR-708 ., miR-99a K -F 3 BAK T s R 4540, £
FHH % FEL(P<0.05), ROC ¥ & 5 # 4 £ B 7, £ iF miR-708 5+ APTB /5 #F # ¢4 W & T &
(AUC) # 0. 883, f2.7F miR-99a 3+ APTB ¥ /5 #4465 AUC 4 0. 909, = F B &#m 69 AUC #4 0.957,5 miR-
708 . miR-99a F ax MM L4k, —F B A ey AUC £ K (Z=6.601,10.832,P<C0.001), £&it APTB &%
A 7 miR-708 .miR-99a K -F %1k, =4 5 APTB & FAmth = € R EXL TG A %, TUAEAH APTB Uz 346
WM AEMFRED.
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Serum levels and clinical significance of miR-708 and miR-99a in patients with active pulmonary tuberculosis”
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Abstract:Objective To investigate the levels and clinical significance of serum microRNA-708 (miR-708)
and microRNA-99a (miR-99a) in patients with active pulmonary tuberculosis (APTB). Methods A total of
94 APTB patients admitted to the hospital from June 2020 to June 2021 were selected as the APTB group.and
94 healthy volunteers who underwent physical examination in the physical examination center of the hospital
during the same period were selected as the control group. According to the severity of APTB, the patients
were divided into mild group, moderate group and severe group. According to the prognosis results, the pa-
tients were divided into poor prognosis group and good prognosis group. The relative expression levels of ser-
um miR-708 and miR-99a were detected by real-time fluorescence quantitative polymerase chain reaction.
Spearman correlation was used to analyze the relationship between the levels of miR-708 and miR-99a and the
severity of the disease. The receiver operating characteristic (ROC) curve was drawn to analyze the value of
serum miR-708, miR-99a alone and combined detection in evaluating the prognosis of APTB. Results The se-
rum levels of miR-708 and miR-99a in the APTB group were lower than those in the control group,and the
differences were statistically significant (P <C0. 05). Thirty-one patients were included in the severe group,

thirty patients in the moderate group,and thirty-three patients in the mild group. The serum levels of miR-708
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and miR-99a in the mild group were higher than those in the moderate group and the severe group.and the se-
rum levels of miR-708 and miR-99a in the moderate group were higher than those in the severe group,and the
differences were statistically significant (P <Z0. 05). Spearman correlation analysis showed that the levels of
miR-708 and miR-99a were negatively correlated with the severity of the disease (r, =—0. 687, P <0. 05,
r,=-—0.523,P<C0.05). There were 60 patients in the good prognosis group and 34 patients in the poor prog-
nosis group. The levels of serum miR-708 and miR-99a in the poor prognosis group were significantly lower
than those in the good prognosis group,and the differences were statistically significant (P <Z0. 05). ROC
curve analysis results showed that the area under the curve (AUC) of serum miR-708 for prognosis evaluation
of APTB was 0. 883,the AUC of serum miR-99a for prognosis evaluation of APTB was 0. 909,and the AUC
of combined detection of the two was 0. 957. Compared with miR-708 and miR-99a alone, the AUC of the com-
bined detection of the two was greater (Z=6.601,10.832,P<C0.001). Conclusion The serum levels of miR-
708 and miR-99a are decreased in APTB patients, which are related to the severity and prognosis of APTB pa-

tients,and can be used as auxiliary biomarkers for the prognosis evaluation of APTB.
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1 #AREFHE
1.1 — %R $HL 2020 4F 6 A & 2021 4F 6 H 4
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microRNA-708;

microRNA-99a; prognosis

B2z 42 B 8 54~71 %, F14(62. 1046, 42) % 5
- P4 B S B (BMD S (22, 10+ 2. 300 kg/m? 3 A 1K
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1.2.2  SERFH%E & B A WEEE R (qRT-PCR) £l
Ml % miR-708 . miR-99a MyAH X Feik it BV HEAS
JimA 1 mL Trizol {5 (3£ [ Invitrogen 23 A} $2& B
RNA, i ] 52 5% sk ) & (7% gDNA 2 B, i i 8 E
YR A RS A D SO 58 cDNA LR qRT-PCR X
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miR-708 .miR-99a HE4FH 18, {fi F 2 X Hieff® Robust
PCR Master Mix CEZAWRHE B A R A D 47
qRT-PCR, 20 pL W fA & :cDNA 1 pL, N5
(10 pmol/pl) 4% 1 pl,2X Hieff® Robust PCR Mas-

$395 °C 5 5,58 C 20 s,72 °C 20 s,45 MEH, A
ERAE A% He BN & U B kAT . i S Y R
TE%TE(L )Hxﬁu\ﬁBEQ&?AﬁE 519 )7 5 W, 3%
. R 27 B4 miR-708. miR-99a ) 3 ik

ter Mix 10 pL,ddH,O 7pl, SR £ H:95 C 10 7J<ﬂ%o
®1 SwEY
A EEFIY 5 —3 RIa54 5 —3'
miR-708 GGCGCGCAAGGAGCTTACAATC GTGCAGGGTCCGAGGTAT
miR-99a TGGAGTTGGGGGTTTCTGTA TTCAGTGCACAGGTTCAAGC
U6 GCTTCGGCAGCACATATACTAAAAT CGCTTCACGAATTTGCGTGTCAT
1.2.3 WiJg & 240Amiar Ll X4 A~AE P<<0.05;7, =—0.523,P<C0.05),

WA R TR E AT 12 E 02 AT R R R R
RO BHAE H APTB SR A 4F 56 B R U5 A R4 5 IR IR
o BIPE H APTB SER S 2% RICH Bl JS R 4F4 .

1.3 Siitephb ¥ R SPSS25. 0 483 #5447 %k
PAL I 5 3t o B, 45 G IEAS 40 A 1Y T i BEORE D
xbs Fon AL L BECR TP ST AEAS ¢« K9, 2 4 ()
Ll 38R FH B IR 3 7 25 93 » 22 2L ) dF — 20 R G L3R
FH SNK-q #5485, 15058 6k LU sl | o R R OR, 4
] AR A X7 K, SR Spearman A 5E 430 BT miR-
708 .miR-99a /K- G EREMCR ., &fl 2k
H TAERE (ROC) #1443 7 1fiL 7 miR-708, miR-99a
Bl K B A XS APTB 5 (4 1Al 4 8 . 46 56 7K o
Bl a=0.05, IP<<0.05 NZERAGIT¥EX.

2 & S

2.1 APTB 4 . % M4 I miR-708. miR-99a 7K
lb&  APTB 4% miR-708., miR-99a /K F- 3Kk T
XPRRA, 2 R A SR B L (P<<0.05), L3k 2,
x2 APTB 4 .3 BB 28 miR-708 ,miR-99a 7K F b 8 (x £ )

41 5 n miR-708 miR-99a
APTB 41 94 0.89+0.12 0.86+0.12
popiisEiN 94 1.0140.11 1.0440.11
¢ —7.147 —10. 720
P <0. 001 <<0. 001

2.2 B PR HE A M miR-708. miR-99a
KFLbE EmEEANA 31 6, P AN A 30 B, 5%
JEAGA 33 . BT miR-708, miR-99a /K-
¥ T A MR A, BHob 4L 7 miR-708,
miR- 99a7j<ﬂ?i’]m?if“éﬁ #= 5 AR G
(P<<0.05)., WL# 3,

2.3 miR-708 . miR-99a /K- 15 %5 i 7™ FH B & 1) AH ¢
P Spearman #H &M 43 #1450 B /R, miR-708 . miR-
99a 7K 55 % o 7 i PR B A 5 A O (r, = —0. 687,

%3 BESA.hESA EEEDE miR 708,
miR-99a /K F L& (= + )

21 51 n miR-708 miR-99a
BREEH 33 0.95+0.10 0.9440.11
hEEA 30 0.8840.14" 0.85+0.12"
HEEA 31 0.8340.12" 7 0.784+0.13" 7
F 8. 031 14. 304

P 0. 001 <<0. 001

W S5REALE, P<0.05; 5P FHARE.” P<0.05,

2.4 TERHEFHASHEARHIMNTE miR-708, miR-
99a /KR G RIFHMA 60 B, TG A B HWN

A 34 ], FiE A RAIME miR-708, miR-99a 7K -3
R THERGH, ZRBASEIT¥E (P <
0.05), WL 4.

- FEBEEE ME miR-708, miR-99a

KFEEE (2 £5)

Eigi] n miR-708 miR-99a
WG R4 60 0.98=+0.10 0.95%0.11
BURARA 34 0.74+0.15 0.70+0. 14
t 9. 290 9.576
P <0. 001 <0. 001

2.5 Il miR-708, miR-99a B b & B & K I Xf
APTB W5 A DL APTB Wil J5 2 & R 4Fh
RELEA=FWEAR.0=HJ5 R, L miR-708,
miR-99a 7K 4 4 5 48 R i 47 ROC il 2k 4 #r , &5 21
R ILE miR-708 XF APTB i 5 ¥EA 4 i 26 F R
(AUC) 0. 883, R Bl 84. 3000, ¥¢ 5 & H
91.70% . Ifi. 7% miR-99a X} APTB i 5 ¥4k i AUC
40,909, RELFE A 85.30% HE N 88.30% ; &
BEA R B AUC M 0. 957, REUE N 94. 10% , 45
FE M 88.30% .5 miR-708, miR-99a i A% I H 42,
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THBESKIM R AUC B K (Z=6.601.10.832,P <

0.001), W#Es5,

x5 I miR-708 . miR-99a B K BX &Mt APTB ¥z # i M &

e b7 AUC95%CD i A U REE YD) SO EAREE R P

miR-708 0. 883(0.840~0.928) 0. 868 84. 30 91.70 0.760 <20. 05
miR-99a 0. 909(0. 850~0. 969) 0.815 85. 30 88. 30 0.736 <0. 05
miR-708 + miR-99a 0.957(0.917~0.998) — 94.10 88. 30 0. 824 <20.05
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AW bR B . miR-708 38 B E B n] #1168 R F B
PG JE B Y NTF-«B OIS 740 6570, a2 i ) 5 i A
IR SR BE R F o (TNF-) 5 515 S 235 DI AR O L Bk 41
miR-708 i 3@ L 8 [] TNF-o 1 IL-6 f9%%48 E-box 4%
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