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Abstract: Objective To analyze the sample sources,drug resistance and virulence gene characteristics of
strains of Staphylococcus aureus isolated from clinical culture of Ma'anshan Clinical Laboratory Center. Meth-
ods A total of 98 strains of Staphylococcus aureus samples collected in Ma'anshan Clinical Laboratory Center
in 2022 were used as the research subjects,and the antibiotic resistance phenotype was detected using VITEK
2 Compact fully automated microbial identification drug sensitivity analyzer. Polymerase chain reaction ampli-
fication method was used to detect enterotoxin genes,genome sequencing was performed on 13 multidrug-re-
sistant strains,and resistance related genes were analyzed. Results A total of 98 strains of Staphylococcus au-
reus were mainly derived from secretion specimens (40. 82%) ,followed by sputum (36. 73%) ,pus (6 strains.,
6.12%) and blood (6 strains,6. 12%). The drug sensitivity test results showed that the Staphylococcus au-
reus had the highest resistance rate to penicillin (98. 97 %), followed by erythromycin (53. 06 %) and clinda-

mycin (46.94%), while the resistance rates to gentamicin, compound sulfamethoxazole, ciprofloxacin, levo-
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floxacin and moxifloxacin were relatively low,showing complete sensitivity to quinoputin/dapoxetine,linezol-
id, vancomycin and rifampicin. A total of 29 strains Staphylococcus aureus belong to methicillin-resistant
Staphylococcus aureus (MRSA) , accounting for 29. 59%. The distribution of enterotoxin genes showed that
SEA gene was the most common (95. 92%), followed by SEC (71. 43%) and SEF (31.63%), while SEE
(5.10%) had a lower detection rate. Prediction of resistance genes in the genomes of 13 multidrug-resistant
Staphylococcus aureus strains revealed a total of 26 resistance genes, which could be classified into 11 major
categories. All strains contain resistance genes for fluoroquinolones, aminopyrimidines, disinfectants and pre-
servatives, tetracycline antibiotics, multidrug resistance gene. Conclusion The 98 strains Staphylococcus au-
reus isolated from the center demonstrated significant resistance, primarily characterized by the presence of

SEA,SEC,and SEF enterotoxin genes. Whole-genome sequencing analysis further revealed the complex mech-

anisms behind their resistance and pathogenicity,providing important insights for the development of effective

prevention and treatment strategies.
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