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Abstract : Objective To explore the diagnostic value of metagenomic next generation sequencing (mNGS)
in tuberculous meningitis (TBM) through Meta-analysis,aiming to provide a scientific basis for diagnosis and
treatment of TBM. Methods PubMed, Scopus,Cochrane library, Embase, Wanfang Database, China National
Knowledge Infrastructure (CNKI) and China Biology Medicine Disc (CBM) were searched to collect relevant
research data. Meta-analysis was used to evaluate the diagnostic value of mNGS for TBM. Results A total of
11 articles were included,involving 435 TBM patients and 454 non-TBM patients. The pooled sensitivity,spe-
cificity and positive likelihood ratio of mNGS in the diagnosis of TBM were 0. 65[95%CI (0. 61—0.70)],0. 98
[95%CI(0.96—0.99) ] and 12. 09[95% CI (6. 68 —21. 87) ] respectively. The integrated negative likelihood
ratio (NLR) was 0. 38[95%CI(0.28—0.53) ], the pooled diagnostic odds ratio was 32. 73 [95%CI (14. 39—
74.45) 7, and the integrated area under the receiver operating characteristic curve (AUC) was 0. 95 (Q" =
0. 89). The heterogeneity of pooled sensitivity and pooled NLR was large, but there was no threshold effect.
The results of subgroup analysis showed that the pooled sensitivity of the retrospective study group was high-
er than that of the prospective study group,and the difference was statistically significant (P =0.019). There
was no significant difference in the combined specificity between the retrospective study group and the pro-
spective study group (P =0. 196). Conclusion mNGS has good specificity and AUC for the diagnosis of
TBM, but moderate sensitivity. Therefore, more sensitive detection methods should be developed to assist the
diagnosis of TBM.
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