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HEBETE —ARBERERF#AFFRG N0 LA BEFEARAN L RELEAMBATELEA YA
AR MA T B LM, KR EF G RFETH 0 2R IncRNA-FERIL4 . miR-18a-5p AT, # /7AW 1Z &5 &
M., %A Pearson A S EAMBERE LA EH 2E IncRNA-FERILA K -F 5 miR-18a-5p &K -F #5488 % i,
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# AUC(Z=2.859.3.311,P<C0.05), A A AMKIMBHH . TNM oA B . AHhRECLEEL P ETZEG R
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Relationship between plasma IncRNA-FERI1L4,miR-18a-5p levels and clinical features
and postoperative recurrence in patients with colorectal cancer”
HUANG Changming XU Liancheng \CHEN Yu ,LUO Weihuan,]I Xiang ,CAO Guanyi“
Department o f General Surgery sthe First People’s Hospital of Sugian sSugian ,Jiangsu 223800 ,China
Abstract: Objective To investigate the relationship between the levels of plasma long non-coding RNA-
Ferl-like family members 4 (IncRNA-FER1L4) and microRNA-18A-5P (miR-18a-5p) and clinical features
and postoperative recurrence in patients with colorectal cancer. Methods A total of 110 patients with colorec-
tal cancer who were hospitalized and underwent surgery in the First People's Hospital of Sugian from June
2019 to June 2022 were selected as the study objects and were divided into relapsed group and non-relapsed
group according to whether the colorectal cancer recurred or not. Clinical features of patients were collected,
plasma IncRNA-FER1L4 and miR-18a-5p levels were detected, and bioinformatics analysis was performed.
Pearson correlation was used to analyze the correlation between plasma IncRNA-FER1L.4 and miR-18a-5p lev-

els in patients with postoperative recurrence of colorectal cancer. Receiver operating characteristic (ROC)
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curve was drawn to analyze the predictive value of plasma IncRNA-FER1L.4 and miR-18a-5p in postoperative
recurrence of colorectal cancer patients. Multivariate Logistic regression was used to analyze the risk factors of

The plasma IncRNA-FER1L4 level in pa-

tients with low tumor differentiation, TNM stage [l ,lymph node metastasis and vascular invasion were lower

postoperative recurrence in patients with colorectal cancer. Results

than those in patients with medium and high tumor differentiation, TNM stage I — [ ,no lymph node metas-
tasis and no vascular invasion,and the differences were statistically significant (P <C0. 05). The plasma miR-
18a-5p level in patients with low tumor differentiation, TNM stage [l ,lymph node metastasis and vascular in-
vasion were higher than those in patients with middle and high tumor differentiation, TNM stage I — Il ,no
lymph node metastasis and no vascular invasion,and the differences were statistically significant (P<C0. 05).
There were 72 patients in the non-relapsed group and 38 patients in the relapsed group. The plasma IncRNA-
FER1L4 level in the relapsed group was lower than that in the non-relapsed group,and the level of miR-18a-5p
in the relapsed group was higher than that in the non-relapsed group,with statistical significance (P<C0. 05).
The results of bioinformatics analysis showed that IncRNA-FER1L4 had a targeting relationship with miR-
18a-5p. Pearson correlation analysis showed that plasma IncRNA-FER1L4 level were negatively correlated
with miR-18a-5p level in patients with postoperative recurrence of colorectal cancer (r=—0. 488, P =0. 002).
ROC curve analysis results showed that the area under the curve (AUC) of IncRNA-FER11L4 and miR-18a-5p
alone and in combination in predicting postoperative recurrence of colorectal cancer patients were 0. 899,0, 843
and 0. 944 respectively. The AUC predicted by the combination of the two indexes was higher than that pre-
dicted by IncRNA-FER1L4 and miR-18a-5p alone (Z =2, 859,3. 311, P <0. 05). The proportion of patients
with low tumor differentiation, TNM stage Il ,lymph node metastasis and vascular invasion in relapsed group
was higher than that in non-relapsed group.,and the differences were statistically significant (P<Z0. 05). Mult-
ivariate Logistic regression analysis showed that increased plasma miR-18a-5p level and decreased IncRNA-
FERI1L4 level were risk factors for postoperative recurrence in patients with colorectal cancer (P <C0. 05).
Conclusion Plasma IncRNA-FER1L4 levels decrease and miR-18a-5p levels increase in patients with colorec-
tal cancer,both of which are related to clinical characteristics and postoperative recurrence and can be used as
auxiliary predicators of postoperative recurrence in patients with colorectal cancer.

microRNA-18a-5p;
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5, BT —80 CokAH T ORAE R . i 2 An A, ff
Trizol IHF (=) K. LilF#E = RAEYWHRERA
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cRNA-FER1LA IE [ 51 #7514 5'-CCGTGTTGAG-
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IncRNA-FER1L4
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3 68 0.954+0.13 1.0940. 15
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ik 54 0.97+0. 14 1.1040. 14




2758 I E S 505K 2024 42 9 A% 21 %% 18 #1  Lab Med Clin, September 2024, Vol. 21,No. 18
gZR1 AEGKSITEEERESREE MY IncRNA-FERIL4 miR-18a-5p 7k F L&
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x3 IncRNA-FER1L4 miR-18a-5p MEEMEEEARELZH TN E

6 H% AUC95%CI) RALPE ) Fr 5 (70 e A 4B (L p EOR=%F 5
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TE — R TOHHE .
2.6 LERASERAWKFFEILE TEKRHAS 2000 WY AW EL 5 RS A0 ks 1208 19 8 2 L ] &

S AR R S T R R L o A e R AR AR, 2 S
TG 2 L (P >>0.05) ; B K HARME 73 16 . TNM

TEEERMH. ZRYAS %8 L (P<0.05), W
F 4,



I E 50K 2024 42 9 A% 21 % 18

Lab Med Clin,September 2024, Vol. 21,No. 18

e 2759 -
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fHH A .miR-18a-5p (JE{H % A (K EL 4557 88 (FF =
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i o2 0.135 0.261 0. 269 1.145 0. 604(0. 686~1.910)
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2% 4 IncRNA-FER1L4 /K PR F L& K4 (P <
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MCPIP1 #1 TRAF6 K EE SHMEEE T HEBNEATMERNXE

kOB LEER,THEA.ZTE
TAEEELEFTE _ERERA,THLEZE 066600

H E.BH RiTEmeniiEa-1#3$%a-1(MCPIPD) fe bt 5 3R 5L B F % 4k 48 % B -F 6 (TRAF6)
KFLEFminE(RCO EHFZMBEBRERATAEH XL, Fix LR 2017F3AF2020F 4 ATk bh2
B H ZERAE 6 223 6] RCC B FEA B R R AR R T R AL b A4 85 5 h ik sh #4469 #)) Fe
% 5 #5520 (154 #)) , LR 3% 3545 L0 Am 3T 30 3545 4006 R 4, A RCC % # o 75 MCPIP1 #= TRAF6 -
I AE A Ve AL % B & B MCPIPL & & i 40  MCPIP1 1k k& ik 2A 4= TRAF6 & &L 41  TRAF6 fk kx4, R
Ji Pearson #83% 4-#1 RCC % % f7% MCPIP1.TRAF6 KFZ BB % 5 mEamia K FHMmMER, A SR
% Logistic M2 54 RCC & F A A& A4 LR HA &, 26 %X F T4 (ROC) W & 5 # & if
MCPIP1,TRAF6 3t RCC # # & 4 i 3% 4645 694 i th 4. KB Kaplan-Meier £ #7 f2 % MCPIP1 #= TRAF6 &
F5 RCCEBEHFGH X E, BR LH4420 0ok MCPIP1 K FAK T L% #4 4, TRAF6 K+ & F iz
ShEEFS L, 2 A %t FE L (P<C0.05), i& sk 45 2 o LT 3k 2645 20 TNM o H0  3olk B8 55 B K b4k, 2
FHAH % FEL(P<0.05) . % B F Logistic )2 54 %4 % % 7. MCPIP1 &K -F K 4& . TRAF6 K -FF & .
TNM 5284 1+ IV 3 stk BF R B K B FH & 8 RCC B F R A& ## 6 A% B & (P<0.05), ROC w1 £ 4
MERET.2REHFESLE RCC EHF A AZmEHSGHETEHRAUC A 0,940, 2F & T £ R 4N 6
AUC(Z yiepprges =2. 217 P =0. 027 Z rgapsses = 5. 481, P<C0. 001), Pearson %X 5> # % R 27 ,RCC & # fh
7% MCPIP1 K F 4 TRAF6 K-F 22 F fi48% (r=—0.459,P<C0.001), f2 35 MCPIP1 /K F L a bk & 5 B K -
ERAMMEG=—0.443,P<C0.001), TRAF6 K F L5 skt 5% 8 85 K F 2 EA48 % (»=0.471,P<0.05), Kaplan-
Meier w1 & 5445 R &9 . MCPIP1 & 2520 3 F ERAAHE R X 5 T MCPIP1 4k & k48 (X* =12.625,P<<
0.001), TRAF6 & & iA40 3 F ERAEAFERFMKT TRAF6 kA X4 (X*=10.128,P=0.001), & RCC
245 % foiE MCPIP1 K H4K, TRAF6 K P A& .54 4 RCCHB RS RREH X,

XER . EmBES-1FFES-1; NWEXTRTFTZAMEART6; B@ioRk; #4; WeE

FEES S R446. 1;R246. 5 XERARERD A MEHRS.1672-9455(2024)18-2761-06

Relationship of MCPIP1 and TRAFG levels with the risk of remote metastasis and prognosis
in patients with renal cell carcinoma’
ZHANG Yuan .YAN Yuying ,BIAN Yajin WANG Xueying
Department of Nephrology sthe Second Hospital of Qinhuangdao ,Qinhuangdao s Hebei 066600 ,China
Abstract: Objective To investigate the relationship between monocyte chemoattractant protein-1 induced
protein-1(MCPIP1) and tumor necrosis factor receptor-associated factor 6 (TRAF6) levels with the risk of
distal metastasis and prognosis in patients with renal cell carcinoma (RCC). Methods A total of 223 RCC pa-
tients admitted to the Second Hospital of Qinhuangdao from March 2017 to April 2020 were selected as the
study objects. According to whether remote metastasis occurred, the patients were divided into the remote me-
tastasis group (69 cases) and the no remote metastasis group(154 cases). The clinical data of the group with
remote metastasis group and the no remote metastasis group were compared. Taking the mean value of serum
MCPIP1 and TRAF6 of RCC patients as the critical value, the patients were divided into MCPIP1 high expres-
sion group, MCPIP1 low expression group, TRAF6 high expression group and TRAF6 low expression group.
Pearson correlation was used to analyze the correlation between serum MCPIP1 and TRAF6 levels and their
relationship with alkaline phosphatase level in RCC patients. Multivariate Logistic regression was used to ana-

lyze the risk factors of remote metastasis in RCC patients. Receiver operating characteristic (ROC) curve was
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