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Abstract: Objective ~ To analyze the predictive value of peripheral blood ischemic modified protein
(IMA) , pigment-frame homologous protein 7 (CBX7) messenger RNA(mRNA) and microRNA (miRNA)-
181c¢-5p in peripheral blood for the poor prognosis of patients with ischemic stroke (IS). Methods A total of
150 IS patients who were treated in Handan Hospital of Traditional Chinese Medicine from January to Decem-
ber 2021 were selected as the observation group. According to the modified Rankin Scale (mRS) score, the IS
patients were divided into the good prognosis group (mRS score <<2) and the poor prognosis group (mRS
score >>2). Another 150 healthy people who underwent physical examination in Handan Hospital of Tradition-
al Chinese Medicine were selected as the control group. Peripheral IMA, CBX7 mRNA and miRNA-181c-5p
levels in observation group and control group were compared,and clinical data of the good prognosis group and
the poor prognosis group were compared. Pearson correlation was used to analyze the correlation between pe-
ripheral IMA,CBX7 mRNA, miRNA-181c-5p levels and mRS scores in IS patients. Multivariate Logistic re-

gression was used to analyze the risk factors of poor prognosis in patients with IS. Receiver operating charac-
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teristic (ROC) curve was drawn to analyze the predictive value of peripheral IMA,CBX7 mRNA and miRNA-
Peripheral IMA,CBX7 mRNA and miRNA-181c¢-5p

levels in observation group were significantly higher than those in control group, with statistical significance

181c-5p for poor prognosis in patients with IS, Results

(P <C0.05). The follow-up results showed that there were 103 patients in the good prognosis group and 47 pa-
tients in the poor prognosis group. There was no significant difference in gender, age, the proportion of pa-
tients with hypertension or diabetes between the good prognosis group and the poor prognosis group (P >
0. 05). Peripheral IMA,CBX7 mRNA and miRNA-181c-5p levels in the poor prognosis group were higher than
those in the good prognosis group,and the differences were statistically significant (P <Z0. 05). Multivariate
Logistic regression analysis showed that the increased peripheral levels of IMA,CBX7 mRNA and miRNA-
181c-5p were risk factors for poor prognosis in IS patients (P <C0. 05). Pearson correlation analysis showed
that peripheral IMA,CBX7 mRNA and miRNA-181c-5p levels were positively correlated with mRS scores in
patients with IS (+=0.629,0.475,0. 419, P <0. 05). ROC curve analysis results showed that the area under
the curve (AUC) of 0.873 predicted by peripheral IMA,CBX7 mRNA and miRNA-181c-5p was larger than
the AUC of predicting by single index (Z=3.347,3.125,2.974,P<C0. 05). Conclusion The elevated periph-
eral levels of IMA,CBX7 mRNA and miRNA-181c-5p are risk factors for poor prognosis in patients with IS,

which are correlated with the prognosis. The combined detection of these three indicators has high predictive

value for poor prognosis in patients with IS,
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