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Study on gene polymorphism of folate metabolism related enzymes MTHFR and MTRR in Gansu
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Abstract:Objective To investigate whether the genetic polymorphisms of the key enzymes of folate me-
tabolism,such as methylenetetrahydrofolate reductase (MTHFR) C677T, A1298C and methyltetrahydrofo-
late-homocysteine methyltransferase reductase (MTRR) A66G in women of childbearing age in Gansu is re-
lated to their location or age, and provide a reference for folic acid supplementation during pregnancy.
Methods PCR-gold magnetic particle chromatography was used to detect the gene polymorphisms of MTH-
FR C677T,A1298C and MTRR A66G,and the Hardy-Weinberg balance was used to analyze whether the gene
polymorphisms of MTHFR C677T,A1298C and MTRR A66G were in line with genetic balance. Use SPSS23.
0 statistical software to compare the genotype composition ratio distributions of the above-mentioned gene
polymorphism loci in women of childbearing age in different regions and different ages in Gansu province,and
compare the allele frequency data of this study with the corresponding data of regions in other provinces. Re-
sults Among 4 935 women of childbearing age in Gansu, the frequencies of CC,CT,and TT genotypes at
MTHFR C677T locus were 29. 6% ,49. 3% ,and 21. 1% ,respectively; the frequencies of AA, AC,and CC gen-
otypes at MTHFR A1298C locus were 68. 9% ,28. 1% ,and 3. 0%, respectively; AA, AG and GG genotype
frequencies at MTRR A66G locus were 49. 5% ,43.5%,7.0%. There was no statistically significant difference
in the distributions of the genotype composition ratios of the above-mentioned loci among women of childbear-
ing age in different regions and different ages in the province (P >>0. 05). The allele frequencies of MTHFR
C677T locus in women of childbearing age in Gansu was significantly different from those in regions such as

Changchun,Langfang,Zibo,Zhengzhou, Meishan, Hubei, Xiangtan, Yunnan, Nanning, Yangjiang, Hainan (P <<
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0.05). The allele frequencies of MTRR A1298C locus was significantly different from those in regions such as

Changchun, Langfang,Zibo,Zhengzhou, Hubei, Xiangtan, Nanning, Yangjiang, Hainan (P <C0. 05). The allele

frequencies of MTRR A66G locus was significantly different from those in regions such as Changchun, Lang-
fang, Yinchuan, Zibo,Zhengzhou, Meishan, Hubei, Xiangtan, Yunnan, Nanning (P <{0. 05). Conclusion The

above-mentioned genetic polymorphisms of MTHFR and MTRR in women of childbearing age in Gansu are

not related to the age and geographical location in the province,however,they are different from some areas of

other provinces other than Northwest China.
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