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Abstract: Objective To investigate the relationship between tumor necrosis factor-associated apoptosis-
inducing ligand (TRAIL) single nucleotide polymorphism (SNPs) and its serum level with. the occurrence
and histopathological changes of esophageal cancer. Methods A total of 157 patients with esophageal cancer in
Linyi People's Hospital and Linyi Cancer Hospital from May 2017 to May 2020 were selected as the esophage-
al cancer group,and 150 healthy people who underwent physical examination during the same period were se-
lected as the control group. Whole blood genomic DNA was extracted from the two groups,and the polymor-
phisms of TRAIL exon 5 3'-non-coding region (3'UTR) 1525G/A,1588G/A and 1595C/T of exon 5 were an-
alyzed by polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) and sequencing.
Level of sSTRAIL were determined by enzyme-linked immunosorbent assay (ELISA). Results The genotype
distribution of 1525G/A,1588G/A and 1595C/T between the esophageal cancer group and the control group
was statistically significant (P <C0. 05). The allele frequencies of 1525G,1588G and 1595C in esophageal cancer
group was significantly higher than that in control group (P <C0. 05). Level of sTRAIL in esophageal cancer
group was significant lower than that in control group (P <C0. 05). According to TNM staging, level of
sTRAIL in [ — IV stage was significantly lower than that in [ — [[ stage (P <C0. 05). There was significant
difference on sTRAIL level among different TRAIL genotypes in esophageal cancer group (P <C0. 05). The
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genes of TRAIL (1525G/A,1588G/A and 1595C/T) were completely linked. Conclusion

The gene polymor-

phism of TRAIL and serum sTRAIL level were related to the occurrence and development of esophageal cancer.
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