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i ZE.BHH AR 0F miR-181b-3p M & FELSH PN, FiE RAREFZ-REHER K (RT-
PCR) & # | 35 #] B & & % (FFR4) = 45 B4 R & B (T B 4) foiF F miR-181b-3p & 48 %+ & ik K -F, F 1k
BN R e A N6 R BRI S R AE R R & A P 89 miR-181b-3p AR R K AP gl XA T AR A AR
(ROC) th £+ ot & T @ A2, 3F i miR-181b-3p *+ H & #9457 2 4k . %5 & miRDB.miRWalk, TargetScan #=
DIANA TOOLS # # &M miR-181b-3p ¢9¥e A A . F L4 H A ZEMBH, R LHARBAREK , FLEh
# ¥ miR-181b-3p e AR *F KX K-FW R F, £ F A KT F &E L =7.943,P<0.05), K/M&H5 A2 B A #k
CEHLS TNM 5 B~V F &% & o+ miR-181b-3p MM KA K-FRALEH TH/ So AR ke s
#HE TNMoH T ~THEEEE.ZFALITFENL(=3.509,P<0.001,=3.080,P=0.004,t=2. 641,
P=0.013), f2#F miR-181b-3p #&m# ¥ B #6 ROC & T @M A 0.886 (95%CI:0.815~0. 956), B A E
N 68. 8% A FEH 91. 1%, miR-181b-3p M e AW AT m b &k G R M AZERA X 2R A &, &t hiF
miR-181b-3p £ BB EHF T AL LA, AR B AR > B RESZFERAF  ALZEATH ARG EDIFEY.
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Expression of miR-181b-3p in serum of patients with gastric cancer and target gene prediction
CHEN Mulong ,CHEN Honghong
Department of Clinical Laboratory ,Meizhou Second Hospital of Traditional Chinese Medicine ,
Meizhou Guangdong 514011,China

Abstract : Objective To investigate the diagnostic value of expression of miR-181b-3p in the serum of gas-
tric cancer patients. Methods The relative expression level of miR-181b-3p in serum of 35 patients with gas-
tric cancer (study group) and 45 healthy volunteers (control group) was detected by RT-PCR,and the relative
expression levels of miR-181b-3p in serum of patients with gastric cancer with different age, gender, clinical
and pathological characteristics were compared. Receiver operating characteristic (ROC) curve was drawn to
calculated the area under the curve, and the diagnostic efficiency of miR-181b-3p was evaluated. The target
genes of miR-181b-3p were predicted by miRDB, miRWalk, TargetScan and DIANA TOOLS. Meanwhile, pro-
tein-protein interaction network was constructed. Results The relative expression level of miR-181b-3p in
study group was significant higher than that in control group (¢ =7. 943, P<C0. 05). The relative expression
level of miR-181b-3p in serum of gastric cancer patients with no/low degree of differentiation,lymph node me-
tastasis,and TNM [l — [V stage were significantly higher than those of gastric cancer patients with medium/
high degree of differentiation,no lymph node metastasis,and TNM [ — [l stage,and the differences were sta-
tistically significant (¢t =3. 509, P<{0. 001;z=3. 080, P =0. 004;¢=2. 641,P =0. 013). The area under the
ROC curve of miR-181b-3p was 0. 886 (95%CI :0.815—0. 956) ,the sensitivity and specificity of miR-181b-3p
were 68. 8% and 91. 1% respectively. Protein interaction analysis showed that the interaction was more com-
plex between the proteins encoded by the predicted miR-181b-3p target genes. Conclusion The level of miR-
181b-3p up-regulated in gastric cancer patients and which could be used to distinguish gastric cancer patients
from healthy people. miR-181b-3p is expected to be one of biomarkers for early diagnosis of gastric cancer.
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