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Abstract : Objective To detect the expression of P53,PTEN,c-Myc mRNA in peripheral blood leukocytes
from patients with breast cancer and benign breast diseases, and investigate its correlation with the clinico-
pathologic characteristics,further to explore the potential clinical application significance. Methods Real-time
quantitative PCR (RT-qPCR) was employed in this study to detect the expression of P53,PTEN,c-Myc mR-
NA in peripheral blood leukocytes from 304 cases,including 105 patients with breast cancer group,107 cases

27T was used to relative quantita-

of benign breast diseases group and 92 healthy women as control group.
tive the level of gene expression and Mann-whitney U test was used to compare the expression of gene among
groups. Results The mRNA relative expression levels of PTEN and P53 in breast cancer group and benign
breast disease group were significantly lower than those in control group, with statistical significance (P <C
0. 05). The relative expression level of P53 mRNA in benign breast disease group was significantly lower than
that in breast cancer group.and the difference was statistically significant (P <C0. 05). There was no statistical
significance in the relative expression level of c-Myc mRNA among all groups(P >>0. 05). The relative expres-
sion level of PTEN mRNA in peripheral white blood cells of the breast cancer group with lymph node metas-

tasis negative was significantly lower than that of the breast cancer group with lymph node metastasis positive

x  EETB .m0 T AL R SRR BT 20 B (18SXHZ0487) 5 7 7o 11 B 4% &) T 2 R B 6T H (18SXHZ0514) 5 11 b B5 27 B Bt J& B B B 4
& BRI H (2020ZD200,2020]C005)
PEZ R BRI J B, BT MRS THLRBI%E .  © BEEH,Email.zxw_strive@163. com,
35| AR BOG BBk Wk A L S5 LR R CE AME I F A L b P53 PTEN, o-Mye 338 X H G R [T ], K 56 B= 2 5 K,
2021,18(12) :1684-1687.



HHBEFSIEK 2021 F6 A% 18 %% 128

Lab Med Clin, June 2021, Vol. 18,No. 12 * 1685 -

(P <<0. 05). Conclusion

The downregulation of PTEN mRNA relative expression level can predict the early

occurrence of breast cancer,and has potential clinical application and promotion value for the early and non-in-

vasive diagnosis of tumor.
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