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Abstract: Objective To study the change and diagnostic value of EB virus (EBV)-DNA load in children
with infectious mononucleosis (IM). Methods A total of 63 children with IM admitted to the hospital from
2017 to 2019 were selected as the study group,and 113 non-IM children with EBV infection were selected as
the control group. Compared the EBV-DNA load, blood routine and biochemical indexes levels between the
study group and the control group. Compared the blood routine and biochemical indexes levels of IM children
with different EBV-DNA loads in the study group. Analyzed the diagnostic value of EBV-DNA load for IM.
Results The white blood cell count, lymphocyte absolute value, monocyte absolute value, basophil absolute
value, EBV-DNA load,alanine aminotransferase, aspartate aminotransferase,lactate dehydrogenase, a-hydrox-
y-butyrate dehydrogenase and adenosine deaminase levels in the study group were higher than those in the
control group,while the platelet count, neutrophil absolute value and eosinophil absolute value in the study
group were lower than those in the control group, the differences were statistically significant (P <C0. 05).
There was no significant difference in blood routine and biochemical indexes levels among low, medium and
high load IM children (P>>0.05). The results of receiver operating characteristic curve showed that the area
under the curve of EBV-DNA load in the diagnosis of IM was 0. 873, the sensitivity was 0. 794 ,and the speci-
ficity was 0. 858. Conclusion The EBV-DNA load in IM children is higher than that in non-IM children with
EBV infection,the liver function and heart function damage of IM children are more severe. EBV-DNA load
has high clinical application value in the diagnosis of IM.
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FE R A ¢ K06, Z2 41 10) L8R FH O 2290 07 AR A
IEAA A TR L M (P, Pos) KR 4L [E] [
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HIH(>3~6 219 f], 22 A (6 2)H8 fil, HPES
M IM LI &S B Y S e 4 LI, Lk 1.
®1  G3BIREFEHEIMBILHENSHEL(X)]
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sl 63 9.3743. 24 1. 780. 84,2.77) 0. 09¢0. 04,0. 15) 0. 09(0. 05,0. 15) 4.64%1.15
IR 113 4.85+1.87 0. 91(0. 55,1. 58) 0. 18€0. 06,,0. 28) 0. 03(0. 02,0. 05) 3.33740.54
t/Z 8. 450 3.580 2. 800 6.790 10. 322
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