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Abstract:Objective To understand the distribution of drug resistance and resistance genes of Staphylo-
coccus aureus isolated from wounds of patients in the department of burns of our hospital,so as to provide la-
boratory basis for the study of Staphylococcus aureus in burn infection. Methods Totally 135 strains Staphy-
lococcus aureus isolated from patients in the Department of Burns of our hospital from September 2018 to
May 2019 were collected. The strain identification and drug susceptibility test were conducted by using the
VITEK-2 Compact system and the disk diffusion method. The drug-resistant genes were expressed by PCR
amplification,and the drug resistance and drug resistance genes were statistically analyzed. Results The sen-
sitivity of 135 strains Staphylococcus aureus to linezolid, vancomyecin, ticolanin, quinuptin/dafuopril and tega-
cycline were 100. 0%. The drug resistance rate to penicillin G was 97. 0% sand the drug resistance rate to gen-
tamicin, clindamycin, erythromycin and tetracycline were more than 60. 0%. The positive rates of ermA,ermB
and ermC were 51. 9% ,28.1% and 62. 2% ,respectively. The positive rates of mecA, TEM, ant6,aac6’/aph2’
genes were 54.1%,32.6%,17.0% and 62. 2% ,respectively. Conclusion Staphylococcus aureus isolated from
patients in the department of burns has a high drug resistance rate to most antimicrobial agents,and it is high-
ly sensitive to linezolid, vancomycin, ticolanin, quinuptin/dafuopril and tegacycline. Drug resistance genes are
mainly mecA,ermA,ermC and aac6l/aph2/.
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] I A 1152 565 28 s E AL Bl 23 (CLSD b
1.2.2 4w K4l DNA $il % Jow &0 T ki gk
F14) 4 ¥ €004 28 BR DA 42 T 0l BB Tl I, 35 CC R 548
R 18~24 h, PEE 6~8 NPAANHEIEE T 0.5 mL
TR AR T, AR GIRA,95 C AW 15 min,
12 000 r/min B.L> 5 min J7 BU_E 75 38R0 0 BT 75 ML 4R 40
F AL N4 DNA B .
1.2.3 PCR ERHy # Wik RIL 25 L, 0
Premix Tap i 12. 5 pL, I 51945 1 pL.DNA
WM 2 pl, Z8M8 7K 9.5 pl, Jpjad .95 C i AE o
5 min, 95 C 28 ¥ 1 min, 60 ‘CiE & 1 min, 72 °C 4E i
1 min, 955 35 KL L5/ 72 CHEM 7 min, 4 CR
17, T 2551 F 50 Ky 38 BECBE 3% 1,
F1 PCR 5|1 F S Fn =4 K &

AR 399G —3) T
K (bp)

ermA 37 : GTTCAAGAACAATCAATACAGAG 421
T : GGATCAGGAAAAGGACATTTTAC

. 37 :COGTTTACGAAATTGGAACAGGT o

AAAGGGC

T :GAATCGAGACTGAGTGTGC

ermC i : GCTAATAT TGTTTAAATCGTCAATTCC 572
T : GGATCAGGAAAAGGACATTTTAC

TEM F37 : ATGAGTATTCAACATTTTCGTG 860
T : TTACCAATGCTTAATCAGTGAG

mecA 7 TGGCATTOGTGTCACAATCG 310

gx1 PCR IS F =K E
AIER  314F516'—3) R
K (bp)
T : CTGGAACTTGTTGAGCAGAG
ant6 i : ACTGGCTTAATCAATTTGGG 597
Fil: GOCTTTCCGCCACCTCACCG
aact'/aph?’ I : CCAAGAGCAATAAGGGCATA 220

Tl : CACTATCATAACCACTACCG

1.2.4 kil BUS pL 9738 = WiE1T 1.5 % 5
W B J R YK S R SR A BEIE AR R G B A

1.3 Seitsshb s B WHONETS. 6 48322 8 4t
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2.1 SEEMAREM 255 0 135 tRbeti BH
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U 25 2, D 2 sk o & R W
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A 92. 6% M1 85. 9% . XF 2 A VD B A UK R Ky
65. 9% » HLABAF M BLER G . ILEE 2.

£2 IS HEEAETHEMNAEAMOMEE hax

FBREE(N)
BLH 25 [GETES LIPS S
HiE G 97.0 0.0 3.0
R T T B 54.1 0.0 45.9
RKRER 68.9 0.7 30. 4
i 5 F 72.6 0.0 27. 4
LIV A 14.1 0.0 85.9
Uik RN 34. 1 0.0 65.9
WHYE 57.8 5.9 36.3
52 75 it g Y R s 7.4 0.0 92.6
TR 60. 7 0.0 39.3
a5 R 63.7 0.0 36.3
i 7% i iz 0.0 0.0 100.0
THER 0.0 0.0 100. 0
BERT 0.0 0.0 100.0
ZE T /A AR R 0.0 0.0 100.0
B 0.0 0.0 100. 0
U2 67. 4 0.0 32.6

2.2 MRSA Fl MSSA #H 54 25 ¥ 1y it 25 2 K it
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R BN B 2R B 25 A DG T 2 3 ) mecA
TEM A 0 BH % 43 5102 54. 1% 1 32. 6 %, K IR DY iR
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0. 00 o X R IR A TR S 470 1 245 ) AR 36 24 W 41 75 3% i it
YRR 78, 1% .46, 8%, M A I RYUH A Y
IRER 25 PR 25 R Bt 25 % 43 3 2 93, 2%6,40. 3%,
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) SR
HIOREN ks s MtEbRE mtER
(n) %) (n) %
mecA 73 100. 0 0 0.0 54.1
TEM 26 35.6 18 29.0 32.6
ermA 57 78.1 13 21.0 51.9
ermB 29 39.7 9 14.5 28.1
ermC 41 56. 2 43 69. 4 62.2
ant6 12 16. 4 11 17.7 17.0
aac6’/aph2’ 65 89.0 19 30. 6 62.2
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e 3 H 3 A THI A7 AE K IR AR 5 AR AL 4, A
Jei) BB A 0 0 Lt A EOR PR B, Y P A 4 B SR L
FEIF AN Y VA A R BUE LR I FE R S
AR e N7 SO T s o i e 7/ N D R L
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