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Application of self-made composite control products in gene detection of o, p-thalassemia”
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Abstract: Objective To evaluate the self-made composite control products in gene detection of a,f3-thalas-
semia. Methods The positive samples of «,-thalassemia gene were mixed in equal proportions, dispensed,
and stored at —70 °C. The self-made composite control product was taken out before the experiment, melted
at room temperature for 20 mins,detected together with the sample to be tested. The DNA concentration and
purity, stability, positive predictive value and negative predictive value of the self-made control products were
evaluated. Results The DNA concentration and purity of the self-made composite control products met the
requirements of the kit. The positive predictive value was 100. 025 , the negative predictive value was 0,and the
stability was good. Conclusion The self-made composite quality control product has simple preparation meth-
od,low cost and good stability,and could be used for indoor quality control of «,p-thalassemia gene detection.
a-thalassemia; genetic testing
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