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Abstract: Objective To discuss the effect of PDCA in the improving of the pass rate of auto verification in
molecular diagnosis. Methods Based on the principle of PDCA, we used the data of auto verification effective-
ness derived from the system as the current survey data to determine the objectives, the causes were analyzed
and the main causes were determined. Then,on this basis, measures were formulated and implemented. And
the data of auto verification was used to analyze the effectiveness,and the causes of those who failed to meet
the standards were analyzed again,thus entering the PDCA cycle. The solidification measures of those who a-
chieve the goals were summarized. A plan was made for the next step. Results The pass rate of auto verifica-
tion in molecular diagnostics discipline was increased from 31. 2% to 66. 2% ,the efficiency of report form ex-
amination was increased by 60. 0% ,and the turned around time (TAT) of testing items was shortened by 2. 2
hours. Conclusion PDCA cycle combined with laboratory early warning effectiveness analysis could effective-
ly promote auto verification,and this method could also be extended to other aspects of the improvement of
the experiment.
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