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Abstract : Objective To study the difference of expression levels of miRNA-16,miRNA-146a and miRNA-
223 in peripheral blood between the patients with rheumatoid arthritis (RA) and healthy population and to ex-
plore their clinical significance. Methods The fasting venous blood samples were collected from 68 patients
definitely diagnosed as RA (RA group) and 20 healthy volunteers (HC group). The relative expression levels
of peripheral blood miRNA-16,miRNA-146a and miRNA-223 in the study subjects were detected by adopting
RT-PCR. The differences in the relative expression levels of peripheral blood miRNA-16, miRNA-146a, miR-
NA-223 were compared between the RA group and HC group. The correlation between three serum indexes
with the rheumatoid factor (RF),DAS28 score and C-reactive protein (CRP) was analyzed by Pearson. The
receiver operating characteristic (ROC) curves of miRNA-16, miRNA-146a and miRNA-223 were construc-
ted,and the area under the curve (AUC) was calculated, thus the sensitivity and specificity were compared a-

mong the single detection of each indicator and their combined detection. Results The relative expression lev-
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els of peripheral blood miRNA-16, miRNA-146a and miRNA-223 in the RA group were significantly higher
than those in the HC group,and the differences were statistically significant (P <C0. 05). The RA patients
were further divided into the remission group and activity group according to the DAS28 scores. It was found
that the relative expression levels of peripheral blood miRNA-16, miRNA-146a and miRNA-223 in the activity
group were higher than those in the remission group and HC group.and the difference was statistically signifi-
cant (P <C0. 05). The expression level of miRNA-16 was positively correlated with CRP and DAS28 (r=
0.470,r=0.446,P<0.05) ,and the expression level of miRNA-146a was positively correlated with CRP and
DAS28 (r=0. 408,r=0. 407, P <0. 05). The expression level of miRNA-223 was positively correlated with
RF and CRP (»=0.527,r=0.518,P<C0.05). AUC of miRNA-16,miRNA-146a,and miRNA-223 were 0. 63,
0. 75,and 0. 89 respectively,the sensitivities were 68. 70 % ,85. 24 % and 87. 63% respectively,and the specific-
ities were 55.39%,63.57% and 90. 35% respectively. The three indicators combined use served as the marker
of RA,the ROC curve was drawn, the obtained AUC was 0. 91, the sensitivity was 89. 34% and the specificity

was 91. 56 %. Conclusion

miRNA-16, miRNA-146a,and miRNA-223 have close relationship with the occur-

rence and development of RA. Their combined detection has higher sensitivity and specificity, which is suitable

for clinically early diagnosis of RA.
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