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Abstract: Objective To study the correlation between of single nucleotide polymorphism (SNP) of auto-
phagy-related gene 4A (ATG4A) at rs807185 locus and lung cancer risk among the population of Chongqing
area. Methods The blood samples and related medical records from 225 cases of lung cancer (case group) and
257 healthy controls (control group) were collected. The genotyping of ATG4A at rs807185 locus was per-
formed by adopting the PCR-restriction fragment length polymorphism analysis. The genotype differences
were compared between the case group and control group;the stratified analysis was carried out based on the
sex,age,smoking history,drinking history and lung cancer pathological classification. Results The mutant A
allele frequency of rs807185 locus in the control group was higher than that in the case group (37.7% ws.
24.9% ,P=0.006),the adjusted odds ratio(OR) was 1. 989 [95% confidence interval(CI):1.223—3. 236 ].
Compared with the wild T allele,the mutant A allele at rs807185 locus of ATG4A was correlated with the de-
creased of lung cancer risk (adjusted OR=0. 605,95%CI :0. 456 —0. 803, P <C0. 001). The stratified analysis
showed that in different ages, smoking, drinking and pathologic types, homozygous mutant genotype AA at
rs807185 locus could decrease the risk suffering from lung cancer. Conclusion The mutant of rs807185 in
ATG4A is closely correlated with the decrease of lung cancer risk among the population in Chongging area.
The AA mutation of ATG4A at rs807185 might be a protective factor for lung cancer.
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B i 9 RS S 25 AH O . AR S5 14 Logistic [l IH 43 #7 3
B rs807185 1 & N 3k [ 5 il Ja XU B 4% A1 A € (A% 1E
OR =0.605,95%CI :0. 456 ~0. 803, P<C0.001), M.

%2,

M 1 2 3 4 5 6 7 8 9 10

1 12 13 14 15

l— 222 bp
le— 124 bp
l— 88 bp

TG T TG CTCT

¥ : A B2 PCR-RFLP =¥ 43 H7, k3B 1.5.6.7.9.10,14 Fl 15
~ TT HEEAE (222 bp) , vkiE 2.8.11.12 1 13 Fx AA FEE (134 bp
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AA 31 13.8 78 30.3  <C0.001 0.376(0.235~0.601) <C0.001 0.317¢0. 174~0, 575)
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Overall 100.0% 0.36 [0.31, 0.43) ¢
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