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Abstract: Objective To evaluate the influence of group B streptococcus (GBS) infection on the composi-
tion of vaginal bacterial floras in late pregnant women through gene sequencing and statistical analysis. Meth-
ods The late pregnant women receiving the routine prenatal examination were divided into the GBS infection
group[ experimental group (EG),n=235] and non-infection control group (NC,n =34) according to whether
having GBS infection. The bacterial 16S rDNA sequencing method was adopted to analyze the influence of
GBS infection on the vaginal bacterial floras. Results A total of 733 species were identified by using the bacte-
rial 16S rDNA sequencing method, and the species richness in the GBS infection group was decreased; its
difference with the non-infection control of group was greater than the intra-group difference,showing the sta-
tistical significance. Comparing with the 16s database of known specieses found that in the vaginal floras in
the pregnant women with GBS infection,in the classification of phylum level, actinobacteria increased, firmi-
cutes and bacteroidetes decreased. Conclusion GBS infection in pregnant women changes the species richness
in vaginal microenvironment,and the GBS infection should be actively intervened during pregnancy for avoi-
ding to cause the serious consequences to mothers and infants.
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