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Abstract : Objective To investigate the expression of aminoglycoside-modifying enzyme gene produced by
multidrug-resistant Pseudomonas aeruginosa (P. aeruginosa) in ICU, Methods Four aminoglycoside modif-
ying enzyme genes [ant(2")- ] ,ant(3")- 1 ,anc(6')- | and anc(6')-1 ] of 60 multidrug-resistant P. aeruginosa
were detected by PCR. Results
detected in 60 multidrug-resistant P. aeruginosa strains, and the rate was 26. 67% (16/60). And 8 strains
(13.33%) contained ant(2")- 1 gene, 10 strains (16. 67%) contained the anc(6')-1] gene,?2 of which con-

tained both the ant(2")- [ gene and the anc(6')- [ gene,and ant(3")- 1 and anc(6')- | gene were not detec-

A total of 16 strains containing aminoglycoside modifying enzyme gene were

ted. Conclusion The multidrug-resistant P. aeruginosa in the ICU of this region has a high expression rate of
aminoglycoside-modifying enzyme gene, and drug resistance resulted by aminoglycoside-modifying enzyme
plays an important role in the resistance mechanism of multidrug-resistant P. aeruginosa.
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