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Abstract : Objective
Nanchuan area of Chongqing City to provide the evidence for HPV vaccine design and HPV prevention and
The HPV31 E6 gene in cervical exfoliated cells from the patients with HPV31 positive

To study the gene polymorphisms of human papillomavirus (HPV) 31 E6 gene in

treatment. Methods
were amplified by adopting the PCR amplification and drift hybridization technology. The results were se-
quenced and compared with reference sequence for finding the variation points. The ProPred- ] server and
ABC pred server were used to analyze the protein secondary structure of HPV31 E6 and searched the ideal B-
cell immune epitopes. Results Compared with the HPV31 reference sequence,among 40 strains of HPV31,10
strains showed completely coincident with the reference sequence,accounting for 25. 0%. There were 14 mu-
tant strains of HPV31 E6 gene,accounting for 35. 0% ,including 6 non-synonymous mutations and 8 synony-
mous mutations. Major non-synonymous mutations were C520T (A138V) and C285T (H60Y). Major synony-
mous mutations were A321T,G404A, A428G and C176T. The ideal B-cell immune epitopes were searched out, the
most ideal B-cell immune epitopes were 441 PEEKQRHLDKKKRF455 and 285 HGVCTKCLRFYSKVSE301. Conclu-
sion The HPV31 E6 gene distribution in this area shows the polymorphisms and these study data have the
guiding value for HPV prevention and treatment,and HPV vaccine design.
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