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Abstract : Objective To investigate the diagnostic value of circulating tumor DNA (ctDNA) for the detec-
tion of epidermal growth factor receptor (EGFR) mutation in patients with advanced non-small lung cancer
(NSCLC). Methods PubMed, Embase, Medline, CNKI, Wangfang Database, CBMdisc and VIP Database were
retrieved to identify eligible studies which reported the sensitivity and specificity of ctDNA for detection of
EGFR mutation status in advanced NSCLC. Overall diagnostic performance of the test was evaluated by pooled
sensitivity, specificity, likelihood ratio scatter gram, SROC and AUC. Results Twenty eight eligible studies
involving 3 644 participants were included. Pooled sensitivity, specificity was 64. 0% (95% CI.:0.59—0. 70),
98. 0% (95%CI:0.95—0.99). The AUC diagnostic value was 0. 85(95%CI.0. 82—0. 88) ,indicating the high
diagnostic performance of ctDNA. Conclusion CtDNA is a highly specific and effective biomarker for the de-
tection of EGFR mutation in advanced patients with NSCLC, and ctDNA will be a key part of personalized
cancer therapy of advanced NSCLC,
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SEER 98.0% . TNM 43 1k IV 1 i) NSCLC 2 # 11
SR iR JE R  FERR A I A ctDNA 3 8 5
HCRF 52 5%t 52 TNM 43 81400 IV 39 04 F 58 4 5 5 2
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