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Abstract : Objective
RNA urothelial carcinoma associated 1 (LncRNA-UCA1) in bladder carcinoma. Methods
es were searched for relevant articles. Study quality was assessed using QUADAS checklist. The overall diag-

To systematically meta-analyze the overall diagnostic efficacy of long non-coding

The online databas-

nostic parameters were pooled using a random or fixed effects model. Influence analysis and meta-regression a-
nalysis were performed to further trace the sources of heterogeneity among studies. Publication bias was
judged using Deek’s funnel plot. Results A total of 6 studies comprising 919 patients and 418 paired controls
were included. Our analysis showed that LncRNA-UCA1 testing achieved a pooled sensitivity of 0. 83 (95%
CI:0.73—0.89) and specificity of 0. 92 (95%CI.0.84—0.96) in confirming bladder carcinoma, with an area
under curve (AUC) of 0. 94. Subgroup study revealed that both urine- and tissue-based LncRNA-UCAI1 tes-
ting showed equal diagnostic efficacy. Moreover, the analysis based on ethnicity showed that LncRNA-UCA1
testing yielded the best AUC of 0. 97 in African,and the second one was in Asian (AUC=0. 94) ,whereas the
European-based assay only had an AUC of 0. 78. Deek’s funnel plot analysis suggested that no significant pub-
lication bias existed among studies. Conclusion LncRNA-UCAI reveals as an immense potential as a novel bi-
omarker to help the diagnosis of bladder carcinoma.
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