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The diagnostic value of human papilloma virus E6/E7 mRNA and DNA assay in
screening of cervical intraepithelial neoplasia of grade 2 or more.a Meta analysis
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University s Xuzhou, Jiangsu 221000 ,China)

Abstract: Objective To systematically review the diagnostic value of human papilloma virus (HPV) E6/
E7 mRNA and DNA assay in screening of cervical intraepithelial neoplasia of grade 2 or more. Methods By
searching PubMed, Cochrane liberary.,China Biology Medicine Disc, CNKI and Wanfang database from estab-
lishment to 31 October 2017. All data were independently searched and extracted in duplicate by two investiga-
tors. The quality of each included literature was evaluated by QUADAS tools. Statistical analysis was conduc-
ted by the Meta-Disc 1. 4 software. Results A total of 21 articles were conform to the inclusion and exclusion
criteria. Significant heterogeneity was found between studies. The threshold effect was not the main source of
heterogeneity. The pooled sensitivity, specificity, positive likelihood radio, negative likelihood ratio, diagnostic
odds ratio, AUC and Q ¥ were 0.87,0.73,2.52,0.25,10.28,0.849 7 and 0. 780 9 for HPV E6/E7 mRNA as-
say. The pooled sensitivity,specificity, positive likelihood radio,negative likelihood ratio,diagnostic odds ratio,
AUC and Q ¥ were 0. 87,0.60,1.54,0.34,4.73,0.704 8 and 0. 656 8 for HPV DNA assay. Conclusion Com-
pared with HPV DNA assay, HPV E6/E7 mRNA assay is a better method in the diagnosis of cervical intraepi-
thelial neoplasia of grade 2 or more.
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