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The predictive value of circulating miRNA-21 in NSCLC by
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Abstract : Objective Take the expression of miRNA-21 in peripheral blood of patients with non-small cell
lung cancer(NSCLC) is significantly increased as the entry point to establish a method of miRNA extraction
that serum exosomes are enriched first and miRNA in exosomes are then extracted; And evaluate the correla-
tion between the level of miRNA-21 in serum exosomes and the pathological and clinical features of NSCLC
patients. Methods Thirty NSCLC patients (experimental group) and 10 healthy volunteers (control group)
were enrolled. Peripheral blood serum was collected from the subjects,and the serum of each subject was di-
vided evenly into two groups. In group A, miRNA-21 was directly extracted from serum;In group B,serum ex-
osomes are enriched first and miRNA-21 in exosomes are then extracted. And then using real-time fluorescence
PCR to detect the expression of serum miRNA-21 in group A and group B. By comparing the results of experi-
mental group with the control group in two groups of serum,to compare the quality of the two methods of ser-
um miRNA extraction;and then analyze the relevance of serum exosome miRNA-21 and NSCLC pathological
type, pathological stage, TNM stage. Results The expression level of miRNA-21 in serum exosomes of
NSCLC patients was significantly higher than that of healthy people (P<C0. 05), and the up-regulation was
2. 93 times. The working curve of the subjects showed high value in predicting the risk of NSCLC,area under
the curve was 0. 867. The 95% confidence interval (CI) ranged from 0. 721 to 1. 000. While there was no sig-
nificant difference between NSCLC patients and healthy controls(P>>0. 05) by directly extracting miRNA-21
from serum. The expression of miRNA-21 in exosomes of NSCLC was correlated with pathological stage(P<C
0.05), TNM stage(P<C0. 05), but not with pathological type(P>0. 05). Conclusion Compared with serum
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miRNAs,serum exosome miRNAs have higher detection efficiency. Serum exosome miRNA-21 expression lev-

el can be used as a biomarker that predicts the risk of NSCLC, pathological stage and TNM stage.
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