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Abstract: Objective To investigate aldehyde dehydrogenase 2 gene (ALDH2) Glu504Lys polymorphism
among the Han population in Guangdong. Methods ALDH?2 gene polymorphisms of 296 samples were ana-
lyzed by DNA microarray method. Results A total of tree genotypes of ALDH2 were detected including AL-
DH2 %1/ % 1,ALDH2 % 1/ % 2 and ALDH2 * 2/ * 2, frequencies of the three genotypes were 53.1%,39. 6%,
7.3% respectively in male group,frequencies of the three genotypes were 57. 7% ,33. 7% ,8. 6% respectively
in female group, there were no significant differences between different genders (P>0. 05). The allele fre-
quency of ALDH2 % 1 and ALDH2 % 2 were 72. 9% and 27.1% in male group,the allele frequency of ALDH2
% 1 and ALDH2 % 2 were 74. 5% and 25. 5% in female group, significant difference was not found in allele fre-
quency of ALDH2 between the two groups (P>>0. 05). The frequencies of ALDH2 genotypes among the Han
population in Guangdong were ALDH2 % 1/ % 1 (54. 7%), ALDH2 % 1/ % 2 (37. 5%) and ALDH2 % 2/ % 2
(7.8%) respectively,the mutant gene frequency was 45. 3%. The allele frequency of ALDH2 % 1 and ALDH?2
% 2 were 73.5% and 26. 5% in Han population of Guangdong province. Conclusion Gene polymorphism of al-
dehyde dehydrogenase 2 had no correlation with gender,and the allele frequency of ALDH2 % 2 in Guangdong
population was higher than that in Shandong,Shanghai and other areas.
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