B ES% 5K 2018 4 11 H4% 15 %% 21 #1  Lab Med Clin, November 2018, Vol. 15, No. 21 < 3171

< ig E DOI:10. 3969/j. issn. 1672-9455. 2018. 21. 003

ETE6/E7T ZEERNSEE A LBERSREMAENEE

I OAGHEN.E BB EHA . B LLEaML.HReE . H R
(BWNERKRF L. F—BAEFR;2. HF _REFR;3. LArESFKE;
4B ESR/ AeH SR, BN 325035)

# ZE:BH #i—#ATE/ET ARG ERAILLBERF(HPV) B E &N 6377 k. -0 &
B, FiEk EHTBABFRATN 7TH HPV A28 E6/E7T % F W54, 25 E6/E7 4 TR &84 X R
F(PCR) %, 3t 68 40 'F Z M i AR A An 150 40 20 BL 3% 28 B AR A 2 B K A R B & sk 8t 47 HPV %, #F M 31 i&
S FE, BR SWETHAMBAL T .EC/ET £ & PCR F4w bk 48 £ (70.59%) . ik X 3¢ b 2 s ik 46 m)
Mk 27 40 (39.71%),2 e 4 R 2 F A %t F &L (P<K0.05);150 e H %k mie+ . E6/E7 % & PCR %
el PR 115 4 (76, 67 %0) 4 e R X 32 B 48 sk Al P 125 4 (83.33%) .2 #p#a M 4 R 2 F R4t F & L
(P>0.05), &t FraEse kT HPV EG/E7 AWy % & PCR 7 x40 & &2 HPV & £ H L EA K F K&
AR LES5BNERAELEIARAOAXNT AL ERNERGLESEME® AN BE T, BERE, TIH &
AT le R 05 &

KFER AL KBIEE;

FE®EDES R73-3

BAER; S ERLSEHARN;
XEFREM:A

NERHE1672-9455(2018)21-3171-05

Construction of a new method for detecting high risk human papilloma virus infection based on E6/E7 gene”
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Abstract: Objective To establish a new method for the detection of high-risk human papilloma virus
(HPV) infection based on E6/E7 gene,and then evaluate it's effect. Methods The E6/E7 specific primers of
7 high-risk HPV types which were popularly in the China were designed to establish the multiplex PCR meth-
od. A total of 68 cases of cervical cancer tissues and 150 cases of cervical cytology specimens were detected by
the new method and flow fluorescence hybridization. Then the new method was evaluated by analyzed the re-
sult. Results In 68 cases of cervical cancer tissues, the positive result of multiplex PCR was 48 cases
(70.59%) ;and it of flow fluorescence hybridization was 27 cases (39. 71%) , there was obviously difference
between two kinds of test (P<C0.05). In 150 cases of cervical exfoliated cells, the positive result of multiplex
PCR was 115 cases (76.67 %) ,and it of flow fluorescence hybridization was 125 cases (83. 33%) ,there was no
significant difference between two kinds of test (P>>0. 05). Conclusion The method for detecting high risk
HPV infection based on E6/E7 gene was specificity and sensitivity. The result of it was highly similar to the
result of flow fluorescence hybridization which was the current clinical mainstream. It could be extended to
clinical early screening because of cheap and being easy to operate.
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SRR REAT RGN IO T e PR 9098 i 5 0 B

BAE NG R BRI Z MR T L1 KeE RN
() HPV Ry s a0 g 9t 2 58kt . {H iy T
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HeA AR BRI T2 5. H IR 112 B & a1 5
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