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disease in Foshan area of Guangdong Province
YUAN Xiaowen ,ZHAO Xue feng ,QIU Quan , LUO Ziyuan
(Department of Clinical Laboratory,Nanhai District People's
Hospital ,Foshan,Guangdong 528200 ,China)

Abstract:Objective To investigate the polymorphisms distribution characteristics of CYP2C19 gene a-
mong the patients with coronary heart disease (CHD) in Foshan area of Guangdong Province. Methods The
CYP2C19 genotyping was performed by adopting the DNA microarray in 10 83 patients with CHD. Then the
distribution differences of CYP2C19 gene polymorphisms were compared among different areas of population.
Results Among 1 083 detected samples,the allele frequencies of CYP2C19 % 1,CYP2C19 % 2 and CYP2C19 %
3 were 63.57%,31.12% and 5. 31% respectively; CYP2C19 included three metabolic types,rapid metabolism
type ( ¥ 1/ % 1) accounted for 40. 90% , intermediate metabolism type ( ¥ 1/ % 2, % 1/ % 3) accounted for
45.34% ,and slow metabolism type ( % 2/ % 2, % 2/ % 3, % 3/ % 3) accounted for 13. 76 %. The distribution of
metabolic types in Foshan area was similar to that of Guangzhou area and Dongguan area, but compared with
The CHD patients in Foshan

area have many CYP2C19 metabolism functional deletion genes. The gene detection should be strengthened

Shantou area,the difference had statistical significance (P<C0. 05). Conclusion

before patient’s clinical medication for adjusting the medication dosage or categories to realize the precise

treatment.
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