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Clinical significance of real-time fluorescence quantitative PCR for detection of
Mycoplasma pneumoniae 16S rRNA in children
LIU Junl:
(Department of Clinical Laboratory sCaidian District People’s Hospital sWuhan s Hubei 430050, China)

Abstract: Objective To study the clinical significance of real-time fluorescence quantitative(RTFQ) PCR
detection of Mycoplasma pneumoniae (MP) 16S rRNA in children. Methods A total of 156 children cases of
pneumonia treated in this hospital from December 2014 to December 2016 were retrospectively analyzed. The
cases were divided into the MP infected pneumonia group (MPP group) and non-MP infected pneumonia
group(non-MPP group) ;other 24 healthy children were selected as the control group. Serum MP antibody lev-
el was detected by using the particle agglutination test. MP 16S rRNA gene was detected by RTFQ-PCR, the
results were compared with the serological detection results. The relationship between disease condition with
gene copy number was analyzed. Results Among 156 cases, 112 cases had the MP antibody with over 4 fold
increase in 2 serum samples,the MP antibody detection results had statistical difference between the 1 serum
sample and 2 serum samples (P<C0. 05) ;the negative predicting value of single serum sample was 37.11% ,the
positive predicting value was 62. 02% ,the accuracy rate of MP diagnosis was 50. 89 % ;among 112 cases of def-
initely diagnosed MP infection,109 cases were positive in RTFQ-PCR detection, the sensitivity was 97. 30% ,
68 cases were negative in the control group and non-MPP group, the specificity was 100. 00% ; the negative
predicting value 97.10% , the positive prediting value was 100. 00% ,the detected gene copy number in refrac-
tory MMP was (6. 32=+1. 80)copy/mL,which was higher than (1.51=%1. 02)copy/mL in common MMP, the
difference was statistically significant (P<C0. 05). Conclusion RTFQ- PCR for detecting MP 16S rRNA gene
in children is a reliable method for the diagnosis of early stage MP infection pneumonia, the effect is better
than the detection of serum MP antibody,it deserves clinical attention.
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