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Diagnostic value of salivary microRNA-205 in laryngeal squamous cell carcinoma
LUO Binrui' ,GUO Tianhong®, HUANG Yuanshuai'”
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University , Luzhou,Sichuan 646000, China)

Abstract: Objective To preliminarily explore the diagnostic value of salivary miRNA-205 in laryngeal
squamous cell carcinoma (LSCC). Methods The saliva samples were collected from 15 cases of LSCC, 10 ca-
ses of laryngeal polyp and 10 healthy controls. The real-time quantitative reverse transcription PCR(RT-PCR)
was employed to quantitatively detect and compare the relative expression levels of miRNA-205. Results The
expression level of salivary miRNA-205 in the patients with laryngeal squamous cell carcinoma was signifi-
cantly up-regulated compared with healthy controls (P =0. 036). The analysis of miRNA205 for diagnosing
LSCC by using the ROC curve found that the area under the ROC curve (AUC) of salivary miRNA-205 was
0.753 0 (95%CI:0.546—0.961,P=0.036). Conclusion miRNA-205 is highly expressed in saliva of the pa-
tients with laryngeal squamous cell carcinoma,and is expected to serve as indicator for diagnosing L.SCC. De-
tecting saliva miRNA-205 expression is likely to open the non-invasive era of LSCC early diagnosis in the fu-
ture.

Key words: miRNA-205;

saliva; laryngeal squamous cell carcinoma

Sk B E A I AR N ROR WL, Ferh o Sk SR SR ARk A A A R B B R A Sk SR A C
B B H UL W VR bR 2 — . T MR BEOIR AN MR SR R S ST
(LSCC) J& M Ji v die o L 114 20 224 6 A0 0 H i HAr. A 230050 & B LSCC 8 A 1 19

I
I

IR YT 7 I R EALHE SMREF AR VI B 07 ALY
X TR I v X L M g B AR AT (R g AR
FHIEIT AR KA R B 5 AR AR R R R AR
PR s & B8 1) 2 W br R ) AR L M L, iR
INEZAERIR (miRNA) 2 5 1 A A 41 i 22 Fb 1 22 114 )
AR LT miRNA [ 58 2655 5 Mom &4 & R
KARCHH HETOHE . miRNA-205 fE2) miR-
NA R o i 2 — B © 8 & BULE 4 2 25 R b g o

EEBN D MWE R, FENFE miRNA K. 2

miRNA 2 3K % (£ 5 miRNA-205)7, 3f fig 42 /R
LSCC 12 Wb . {H 31X 26 BiF 5% #5728 3 19 40 2L sl i
AR AS CIIL VA B3 o 20 23000 R s A 0 AN 2 3
Iz A AR A SR 8 S e A bR A R R R
AME A EIPER AR, EME AL i 2 E e
BT AE L ORGE T R Y R ORI Y
A H U MBS A WA E B B R T A 6 v
P I A B i KU X385 25 300 H i E R AR 4 %

# 15 1€& , E-mail . hys@live. cn,



MIE¥5IEKR 2018 £ 10 A& 15 %% 19 #] Lab Med Clin,October 2018, Vol. 15, No. 19 . 2877 -

At P, B —Fh 53l 5 8 5 3R TR AR AR
KRR T A S H BRI N EE . HATA R &
miRNA f£7E T 2R A b A58 il R 2L TH
WMV AE 12 b N A AR G o e R T A A
miRNA & o8 F 5 a2, HARZ M b i miR-
NA A [FFEAFTE T M o AT R HR 2L 43 1 K e
T M s A WAL AR T L O AR R AR X LSCC R
s MEVR LL IV AR T e AR 4. UL, DAME i miR-
NA E R 4= Pk 6k LSCC 12 Wy F F J5 ) hir J 3E
WA Y H A ME R miRNA FE Sk 3505 6%
HR I AT 2 B, R g £ A R A AR AT B
A58 IF R LA FRAE A9 MR miRNA S AL g, i
BB miRNA 75 LSCC #2512 35 7K 7 DA K
FOXr B LSCC /Y12 W f (6 fif o [ Py S 6 DL 4238
AW FER) L R HE I miRNA-205 Xf LSCC 15112 W
I PR M (B . BRARGE 40 F
1 #EBERE
L1 —fRBERE AHFIE Y R MR A A B0 12 1Y
15 fi] LSCC 35 .10 fil i 75 47 5L A (VCP) 35 Je 10
AR O B il AR . LSCC B & ¥ B M 1)L
W AR (60, 4018, 39) % . A LSCC H ., FrF
LSCC.VCP 4 A Bt 5 ¥ 28 B A (B bR i) TIESE
HIE A e A0S P | % e P 10 J s QHE R
WG R % . LSCC B FARAT A 2K
RI7 20097 o DLARIR VPRS0 (340 T3 ) R i (X 1
16 VE e HIC HAB BN (19 VCP F8 35 | B 1K A6 5 43 31
WA VCP 4 g FExT R4, B4 10 Bl PR A A
WFIE R 25 2 TR R =S .
1.2 A8 5A  miRNA-205 519246 LR T
A TREA B 7 4 R (F: 5 -AGCGTAGCTTAT-
CAGACTGATGTTGA -3"; 482 5] ¥y 0 & 76 1 [ 3l
788 @) 1) miRNeasy Serum/Plasma i 5] & H) ; 3 0t
) e 18 [ BL AN 2 W Y miRNeasy Serum/Plasma
IR B CIAK B 5. 217184) 3 48 5 2 1l [ PL AR 2 A Y
miRNeasy Serum/Plasma Spike-In Control (cel-39)
(RS Y5 219610 5 [ 4% 5% O f8 [ L 7R 22 W] 9 miS-
cript [ RT 250 & (HUAE B 5. 218161) ; 47 1 ke 5 7
E LA 7] miScript SYBR Green PCR iR 7 & (FEA%
A5 .218073), PCR ¥ #4{X3E i ABI-7500 % % 7€ &
PCR ¥ s B B8 1% & 8t % Fl GBOX-CHemi-XR5 (3 [#]
Syngene Y #]) o
1.3 ik
13,1 MEWCRSE  MERWCERT BT A OF IR AR
R 2 h UL b RS AT 50 mIL T8 JC B O
A5 SR FH AR SR % 0 WA AR T o el e Y A AR U L AR
BT IA 3 mL, MERARSES .4 °C L1 900 r/min B0

10 min B E3 W E 1.5 mL EP %, f L 4 °C .16 000
r/min B0 10 min J5 #FP0RE BT ¥ Prak b
Wiz 1.5 mL EP 4 # —80 CLRAF . WAL S
2 h WM BB, LSCC & FARAMF ARG 6
AR 1 RERARAS ; VCP 3 AR FERSE 1 e
WPRAS 5 it B AAHG #5 R R 1 R MR B AR
L.3.2  ImARBERCE Wl LSCC 3 1Y ik R 5%
b ALFE S AR A S IR L R s L R AR
PR3 AR B L e PR g B 23 40 . 98 e R o 9T AR A0
i geE 1) A KT T B T O B L 4 2002 4 [ BR 4T 98 T
B (UICO Mgsg TNM 05 %50 1~ N
1.3.3 RNA 2R et i IR0 & vt W 43 42
HURNA  BOHE 35200 wL, iiA 1 mL QIAzol i
SPEHEE AT mL S5 AT 2 B0 R . BT R
2B UM T B L PRI AR A miRNA L I A S A
3.5 pL 78 = Pl A 2~ 7 1Y miRNeasy Serum/Plasma
Spike-In Control (cel-39) /E & 4p %, {#i ] Nanodrop
ND-1000 £ ] #2 B & RNA (4 5 &, & RNA [
Aoso / Doso fHAE 1. 8~2. 1 G HE A RNA A it (U WIAE
RNA il #4226, e H 5 30 » al A7~ — B4k
W12 pL SRICEAR Y RNA i B0 & 3B kA7
S . RVAR RN 2 pL miScript Reverse Tran-
scriptase Mix(—F 2L 1Y poly (A) B & il F1 S5 5%
SERHE AW .2 pL 10X miScript Nucleics Mix(f§§
dNTPs.rATP,oligo-dT 5[# %) .4 pL 5X miScript
HiSpec Buffer 12 pL miRNA, SR G #17 RFE % . =
R £ K 37 °C 60 min, 95 ‘C 5 min. J 555N 58
UG cDNA FITCEE/K LA 1 2 10 Fi B B — 20 CLRAE.
1.3.4  jz JH S e 5 R & W6 B (RT-PCRO A ] i
W miRNA-205 ARXS Rk S 5t W 1 7
E L7527 miScript SYBR Green PCR iR 5| & B &
miRNA 5 PE§if [ 51 %) #E47 RT-PCR A&, LA Cel-
miRNA-39 4 /5 miRNA. 7 ik R A 2. 5
L RT 28,25 WL RS0 51 9.2, 5 L 8 R
M5 #.12. 5 uL 2 X QuantiTect SYBR Green PCR
Master Mix.,5 pl ToMEK . KW Z&A4F:95 °C 15 min
J5,94 °C 15 5,55 C 30 5,70 ‘C 30 s,40 PG, [A
R RV A 1t 2k ) U B TR 7 4 A 4 S . RT-PCR £
MAE ABI-7500 %516 5E it PCR AL 58 )i a0 56 25 SRl
FH 27259k X8 B Ak R R AT R X A i
L4 Giibeahb ¥ Bdi il fl SPSS20. 0 B 47 48
i3 #71 » GraphPad Prism 5. 0 #47/EE . miRNA-205
ARG R KK F BL T+ s 3R - A 411 miRNA-205
K IKKF B 22 5 R Mann Whitney U #2560, R
U LAFFRE (ROC) i £ 43 Hr miRNA-205 7E LSCC
HIIZWARE . LA P<<0.05 N ZESH S IT¥%E L.



« 2878 - BREFLIER 20184 10 A% 1584 19 #

Lab Med Clin, October 2018, Vol. 15,No. 19

2 & R

2.1 & 4HMEWR T miRNA-205 AR X 38K R
A RT-PCR 5 &AM 15 ] LSCC g # 1 10 fi] VCP
R DL S 10 i) i B 2 R P i miRNA-205 &3k 7K
S, % IR 5 i R BB A (2. 330, 97) A 1 . LSCC 41
% (11.7344.53) Jr VCP 4l % (9. 7245, 12) 1
H miRNA-205 [ 357K F- 3 1, LSCC 4 |k
FE R, H2Z R A5 8 X (P=0.036), 10 f
VCP %M ¥ i miRNA-205 114 % ik K 48 H F
flt FREXT R At 52 bR (A 22 RIS F B L (P>
0.05, WH 1,

20 =

miRNA-2054B 3Rk K T

Al
TR TERE VePLR LSCC4E.

B 1 3 4HIEE A miRNA-205 RikkE

1 LSCC BEME &K H miRNA-205 AN REKFES
I PR & $B 18 X 1%

I R 2 51 n miRNA-205 fyAH*T kK P

AR (5
<60 7 10.2547.76 0.613
=60 8 13.0345.56

AR
ok 7 4.4741.14 0. 945
otk 8 12.7245.56

i 98 ¥ oL
FH IR 12 11.36+5.10 0.633
TR 3 13.24+11.86

TNM 731
I~ 12 11.43+5.09 0.536
I~ IV 3% 3 12.96+4. 01

W A 46 % (SD
<200 5 10.1646. 71 0. 440
=400 10 12.52+6.12

el
ZH 8 19.55+7. 60 0.336
TS AR R 7 2.7940. 42

TE < WA 5 K0 (SD = 4 F A 52 850O< W A 4F K5 ST<T200 g B¢ JiE
M, 200~400 Sy H1 BE IR =400 Sy T BE WA 5 A< WF 5 o JC A RE VR A

2.2 LSCC % mE i miRNA-205 1 A1 X} 2 3% /K
FHIERSEA MY R Mann Whitney U £ 5

GIAT A B i 9 v g Al B R R A A R R
miRNA-205 #)AH%F 35 5 . Il ~ IV #1 /9 LSCC &
FHMER T miRNA-205 fyM T Rk Edmm T 1 ~ 11 4
BB AR I G 1T 2% 2 L (P =0.945.,0.536),
S Al 1 PR 2 0 CRR 3 A 0 WA s L RS sk o T A
KA 5 miRNA-205 R BKFE L, WL,

2.3 LSCC B &R T miRNA-205 %} LSCC (12
#irfd R ROC {14k 43 H1 miRNA-205 % LSCC 1y
LW E % P R P miRNA-205 [X 4y LSCC %
g th & T A (AUC) 2 0. 753 0(95%CI
0.546 0~0.961 0,P=0.036) , R B{EHL 1. 617 4 B,
REE S SR N 86.7% 5 70.0% , 16 ME R
T miRNA-205 #6 7] 75 24 LSCC 2 W i A= ) bk 7
Y. WE 2,

1.0

0.8 o

0.6 o

1
&
s
0.4 4
0.2 4
0.0 T T T T
0.0 0.2 0.4 0.6 0.8 1.0
1H5E
& 2 ROC # %
40 =
B 30+ \
%
X
#®
=
B 20
) .\.
o
S
T 10
[, J
0 L 4 L 4
FAAET FARE

3 LSCC BEARB AR FE R H miRNA-205 FRikKF

2.4 LSCC @ #% M+ miRNA-205 R ARG 4
& TR LSCC R4 ME Y H miRNA-205 AR Hi .
RGBS A Wl 7 5 ) LSCC 83 T AR i fl
ARG 6 4~ H 1 miRNA-205 197484k, 3% 5 ] i 3% T AR
Jo 1 miRNA-205 X 3B K- (9. 7514, 82) TR
AI(12.53 6. 83) A FREMBHE MAERILHEIT B
M(P=0.841), WFR MWK T T ARG 5 fdHEx A
1) miRNA-205 fyREE L. FARVERMIEHA )G .
miRNA-205 ()35 7K 7 5 fa B xf B2 22 S Toge it 2



BBESFHIEKR 2018 £ 10 A% 15 5% 19

Lab Med Clin,October 2018, Vol. 15, No. 19 o 2879 -

B Y (P=0.440), LK 3~4,

2019

miRNA-20548% A 7k

od e
LSCCAAR R jitd=s et |

& 4 LSCC BERGS BB REERTH
miRNA-205 ik Kk F

3 it ®

miRNA [ & 3k I8 14992 & A= FiL R JE AL
PLEGRIT RS )R T 8 i J7 ). 35 4ROk MOk i £
AIBFFE & B miRNA TE g b i 08 A 0 02
A4S miRNA A] G2 B M8 12 W7 (08T 19 A= ) 2% g 7
FRIT 25 AE B8 4R . CAO %7 [ il miRNA G5
Ry Rk T 6 % LSCC K HL ARSI IF 3 41 40 rp 2%
SHRBM miRNA, BT 29 42 5 FIK MW miR-
NACEHE 26 F LA F 3 B K I8 A miRNA), 40
P miRNA-21, miRNA-93, miRNA-205, L &% F ¥
) miRNA-708, miRNA-125b, miRNA-145 %5 35X #
225k B miRNA 7] 878 LSCC 9 & A= F & J& Hp i
P Xt At — 58 miRNA I R4t T
—AHR A . AYAZ 55K RS E RS
ity S 0y e LSCC A8 3 5 it R X B il 2% v 2 e 36
5 miRNA, &L T 17 F 81 miRNA F1 9 Ff F 4
(9 miRNA L H A 5 Ff miRNA & AR TE HAR B H &
Y, J@F LSCC 4 F 4 9 miRNA (miRNA-603 ., miR-
NA-1303, miRNA-660-5p, miRNA-331-3p Fl miRNA-
212-3p) . WEVRE A IV O 21 049 A 3 7 ) 5 IV Y
AR 22 Jo 05 A R ] 1 2R 8 5 35k L B R AR 22 95 5 - 10
LW RRYT R SR YRR R

ARWFFELL LSCC B f VCP [ | il e & 1 1
W R R D R ) miRNA-205 (9 3516 I
PR X LSCC 51112 W i) I IR i {1 & B : LSCC &
Y ME H miRNA-205 (13235 7K 7 AH Lb filt e & 1 3%
LTS LSCC B SRR AL VCP 8 35 e
miRNA-205 (33K 7K - A L it Jfe & A F A, (H 22
STG % E L (P>0.05), RBAFIRFRHET
ROC &3 #r 7 M i 1 miRNA-205 12 Wi &k fig . 45
W RHE AUC 0. 753 0, BB E L 1. 617 4 Bf, R
WSS 0 N 86. 7% 5 70. 0%, X UL T M
WP Y miRNA-205 630 AT /5 2 LSCC 2 Wi i) A4 P b
Y HZWERE R, R A BFSE T LSCC 3

B miRNA-205 (1442 3 8 978 1k #4355 2 A iF 52
PR Y R 4 40 i miRNA-205 [y 45 {1k 4 # —
X UL TRV P miRNA-205 AT fE iR 41
SN )RR, X 5 H ATV 2 058 A I 6 3 A%
BRI I i — 2 . EH IR AR R 5 LA
B ST .

AW AT 5 ] LSCC 3% T AR uifl F AR
Ja HEWR ' miRNA-205 ()8 & 481k, &3 LSCC &
FARJGMER miRNA-205 (/KA T B HZER
TG A2 L (P>0.05), [AlEF 43 #F T — 2L LA I PR
2405 miRNA-205 R KK P19 R BIRGR R
i 9gg v 43 Ak 35 A I R e 43 Ak 3 R R P miRNA-205 (1
ATk B L I~ IV ) LSCC 4 M i miR-
NA-205 AT Rk d T 1 ~ 1 WA 3, (3 22
BTG T2 L (P>>0.05), X 0] f8 5 A HE 5% I 40
A BIWFFEREA B 21 1) 22 S KA %, v A 4 OGPk
W i i — D2 R WESE

25 LT AR R T LSCC M 1 i miR-
NA-205 )52 kK, 3 & PLHE R -F miRNA-205 f£7F
A AR LSCC B2 Wi b5 4. miRNA-
205 1y miRNA 5 1 1 01 » A8 3% M i s 20 200
2 v ) 2 5 X 4 5 IR Y R 2 I R BT A
TR B TR R ST S Y R ) miRNA-
205 RBAE BN — Fh T A L AT AT M L O R I T B
HEXE miRNA il AR A R . AWl T2
W AR DI PEOF 50 AR AR B 45/, AT RE HY T b 3
ZSF L TAB S LSCC @3 1 B4, I 45
FEAE—E 19 )Ry BR T DL B 22 A A AN ] 1 b 358 1) O 5
W& T — 2 TIE.

2% 30k

[1] MAO L,HONG W K,PAPADIMITRAKOPOULOU V
A. Focus on head and neck cancer[]J]. Cancer Cell,2004,5
(4):311-316.

[2] LICITRA L.BERNIER J,GRANDI C,et al. Cancer of the
larynx[ J . Crit Rev Oncol Hematol,2003,47(1) :65-80.

[3] MACNEIL S D, LIU K, SHARIFF S Z, et al. Secular
trends in the survival of patients with laryngeal carcino-
ma,1995—2007[J]. Curr Oncol,2015,22(2) :e85-¢99.

[4] BARTEL D P. MicroRNAs: genomics, biogenesis, mecha-
nism,and function[ ] ]. Cell,2004,116(2) :281-297.

[5] Osipov I D, Zaporozhchenko I A,Bondar A A,et al. Cell-
Free miRNA-141 and miRNA-205 as prostate cancer bio-
markers[ J]. Adv Exp Med Biol,2016,924(1):9-12.

[6] FANG Z,DAI W,WANG X,et al. Circulating miR-205:a
promising biomarker for the detection and prognosis eval-
uation of bladder cancer[]]. Tumor Biol, 2016, 37 (6):
8075-8082. CF 555 2883 H1)



BBESFHIEKR 2018 £ 10 A% 15 5% 19

Lab Med Clin,October 2018, Vol. 15, No. 19

+ 2883 -

CHNeREAE ) « B B B0 92 P 9 s S5 AR AL Bk = — 5 1Y ¢
S L S R T AR L TR R S A R
KR L. 25 Bk B sCD25 4b,sCD163 1, & 12
HLH ) R %5 5 048 45, 1L-12 IR 352 & 1 2
VINIER

&%k

(1]

[2]

[3]

(4]

(5]

TR EE T LR 12 W7 BT bR LM, 3 AR b
2 A4, 2007 :254-256.,

KAREN P,ANNELEEN A,ELLEN B.et al. Cytokines in
systemic juvenile idiopathic arthritis and haemophagocytic
lymphohistiocytosis: tipping the balance between interleu-
kin-18 and interferon-y [ J ]. Rheumatology ( Oxford),
2015,54(8):1507-1517.

BLEESING J,PRADA A.SIEGEL D M,et al. The diag-
nostic significance of soluble CD163 and soluble interleu-
kin-2 receptor alpha-chain in macrophageactivation syn-
drome and untreated new-onset systemic juvenile idio-
pathic arthritis [ J ]. Arthritis Rheum, 2007, 56 (3): 965-
971.

XA, A AT, 4. nf M CD163 F1 CD25 76 )L
B0 AL 0 P A A e 3 AR R A e B LT
# LR R .2015.53(11) :824-829.

AL-HERZ W.,BOUSFIHA A.CASANOVA ] L,et al.

Primary immunodeficiency diseases: an update on the

[6]

[7]

[8]

[9]

[10]

[11]

classification from the international union of immunologi-
cal societies expert committee for primary immunodefi-
ciency[ J]. Front Immunol,2014,5(1) :162-180.

HE M, JIA J,ZHANG ], et al. Pregnancy-associated he-
mophagocytic lymphohistiocytosis secondary to NK/T
cells lymphoma: a case report and literature review[ ] ].
Medicine (Baltimore) ,2017,96(47) :e8628.

MANISHA M,SNEHAL S,DESAI M. Current Updates
on classification, diagnosis and treatment of hemophago-
cytic lymphohistiocytosis(HLH) [J]. Indian J Pediatr, 83
(5):434-443.

IR ZE, i I W L 40 i 25 3 AR 2R IR Bk SR LT . rh Ak
JUBF 2 #5,2011,49(9) . 712-716.

SHEILA W. Approach to hemophagocytic syndromes[ ] ].
Hematol Am Soc Hematol Educ Program,2011,2011(6) .
178-183.

MQLLER H ]. Soluble CD163[ ] ]. Scand J Clin Lab In-
vest,2012,72(1) . 1-13.

YASUTOMI M, OKAZAKI S, HATA 1, et al. Cytokine
profiles in Mycoplasma pneumoniae infection-associated
hemophagocytic lymphohistiocytosis[ J]. J] Microbiol Im-
munol Infect.2016,49(5):813-816.

CRCRS F9T.2018-01-12 {6 [] I 401 2018-05-25)

CRHEE 2879 30

[7]

[8]

[9]

[10]

[11]

(12]

CAO P Y,ZHOU L,ZHANG ]J,et al. Comprehensive ex-
pression profiling of microRNAs in laryngeal squamous
cell carcinomal J]. Head Neck,2013,35(5):720-728.
WANG Y.CHEN M T,TAO Z Z.et al. Identification of
predictive biomarkers for early diagnosis of larynx carci-
noma based on microRNA expression data[]J]. Cancer
Genet,2013,206(9/10) :340-346.

AYAZ L,GORUR A,YAROGLU H Y.et al. Differential
expression of microRNAs in plasma of patients with la-
ryngeal squamous cell carcinoma: potential early detection
markers for laryngeal squamous cell carcinoma [J]. J
Cancer Res Clin Oncol,2013,139(9) :1499-1506.
WEBER J A.BAXTER D H,ZHANG SHI-LE,et al. The
microRNA spectrum in 12 body fluids[J]. Clin Chem,
2010,56(11):1733-1741.

WONG D T. Salivary diagnostics[J]. Oper Dent,2012,37
(6):562-570.

PARK J,ZHOU H, ELASHOFF D, et al. Salivary mi-
croRNA :iscovery, characterization, and clinical utility for

oral cancer etection[ ] ]. Clin Cancer Res, 2009,15(17):

[13]

[14]

[15]

[16]

[17]

5473-5477.

CATE H.GAO Y X,WEI Z Z, et al. Serum miR-21 ex-
pression in human esophageal squamous cell carcinomas
[J]. Asian Pacific J Cancer Prevent, 2012,13(4):1563-
1567.

DENNY P, HAGEN F K, HARDT M, et al. The pro-
teomes of human parotid and submandibular/sublingual
gland salivas collected as the ductal secretions[J]. ] Pro-
teome Res,2008,7(5):1994-2006.

SCHWARZENBACH H,HOON D S,PANTEL K. Cell-
free nucleic acids as biomarkers in cancer patients[J]. Nat
Rev Cancer,2011,11(6) :426-433.

WILCZYNSKI M, DANIELSKA J,DZIENIECKA M, et
al. The role of miRNA in endometrial cancer in the con-
text of miRNA 205[J]. Ginekol Pol, 2015, 86 (11):856-
862.

CHEN Z.TANG Z Y,HE Y.et al. miRNA-205 is a can-
didate tumor suppressor that targets ZEB2 in renal cell
carcinoma[ ] . Oncol Res Treat,2014,37(11) :658-664.

CcRE H £ 2018-01-22 & 15 H 1 :2018-05-21)



