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Detection of main pathogenic drug resistance genes in infectious endocarditis”
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Abstract : Objective

aureus isolated from blood cultures of patients with infective endocarditis,to analyze the relationship between

By detecting the resistance genes of streptococcus pneumoniae and staphylococcus

the resistance phenotype and the resistance gene, and to guide clinical rational use of antimicrobial agents.
Methods

with infective endocarditis were collected. DNA was extracted and amplified by PCR. Results

The streptococcus pneumoniae and staphylococcus aureus isolated from blood cultures of patients
Streptococcus
viridans were amplified by PBPla, PBP2b and PBP2x, which dominated $-lactam antibiotics. Staphylococcus
aureus amplification gene mecA and ermB, mecA gene caused methicillin-resistant,ermB gene dominant macro-
cyclic lipid resistance. The PBPla,PBP2b and PBP2x genes were not detected in 5 strains of streptococcus viri-
dans,the detection results of grape ball showed that 6,7,8 and 10 were positive for mecA,and 6,7,8 and 9
were positive for ermB gene. Conclusion According to the experimental results,it can be seen that the initial
conditions of the experiment are mature,can be further collected samples for testing and study the consistency

of bacterial resistance and gene to guide the rational use of drugs in the early stage.
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