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S 9% B WK 3 (ELISA) 7 sk 46 m) HBV-LP K -F HBV & 2t ¥ 35 475 4& /A 3 58 £ 5 (PCR) %40 HBV-DNA; &
AL F R Kk AFP.ALT AST, &8 283 AW 24 % 4% HBV-LP fak 200 4] (70. 7%), HBV-DNA &
160 4 (56.5%) . HBV-LP #= HBV-DNA ¥4 & 4 79.9%(226/283) ; HBV-DNA w442 & 4 41 4 F 5 4
#1408 HBV-LP £k 4, £ F A %45 & L (P<<0.05), 37 4 K =8 %% HBV-LP.HBV-DNA # % % 4 3|
4 100.0% = 91.9% , £ F £ %3+ 3 & X (P=0.240);219 4 s = 8 & % HBV-LP.HBV-DNA # % % 4 5| #
66.2% %= 50. 2%, £ F A %3t % &L (P=0.001), HBeAg.HBeAb M1 &% HBV-LP 5 HBV-DNA iff\ﬁz“-
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The clinical utility of serum HBV-LP testing in patients with HBV infection
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Abstract: Objective To detect the expression levels of HBV-LP in patients with chronic hepatitis and in-
vestigate associations between HBV-LP and HBV-DNA, HBV-M, ALT,AST and AFP. Methods A total of
283 HBsAg positive patients with chronic hepatitis were included,and another 60 healthy individuals were uti-
lized as paired controls. Levels of serum HBV-LP were detected by ELISA,and that for HBV-DNA were de-
termined be real time PCR. Status of AFP, ALT,and AST levels as well as HBV casset was measured by
chemiluminescence analysis. Associations between HBV-LP and HBV-DNA, HBV-M, ALT, AST and AFP
were assessed by Spearman's correlation test. Results HBV-LP and HBV-DNA positive cases respectively ac-
count for 70. 7% (200/283) and 56. 5% (160/200) of all included patients, corresponding to a total positive
detection rate of 79. 9% (226/283). Significant differences were observed between HBV-Moderate copy group
and high copy group (P<C0. 05). The positive detection rate of HBV-LP and HBV-DNA were 100. 0% and
91. 9% respectively,among all 37 HBsAg, HBeAg and HBcAb positive cases, with no statistical differences be-
tween groups (P=0. 240). Another 219 HBsAg, HBeAb and HBcAb positive cases revealed a positive detec-
tion rate of 66.2% in HBV-LP test, which is higher than that in HBV-DNA test (50. 2%, P=0. 001). The
positive detection rate of HBV-LP and HBV-DNA were substantially different among HBeAg and HBeAb
negative cases (P<C0.05). Spearman's correlation test showed that HBV-LP levels were positively correlated
to HBV-DNA copies (r=0.464,P=0.000). The levels of ALT,AST and AFP in HBV-LP positive cases were
higher than that in HBV-LP negative cases (P<C0. 05). Conclusion Serum HBV-LP testing is an important
parameter in monitoring HBV replication and prognosis,and could be utilized as promising indicator in surveil-
lance of the outcomes of antiviral treatment in Hepatitis B.
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3o #

HBV-LP J& HBV M EEE A, S E L HA
2 FAS ) 5 RS 5 4 L JLAMIN e 5 2 IR 40 Ff 2 AR 25 45
fise 5 HBV Zoe ks &, HBV-LP 43R mai s
FIHG S 2 . PreS1 # 1 Fl PreS2 # M J& HBV Dane
FC R IV 9 75 J00RE 1) R EEAL K . HBV g i ik e &2
il U i AR HBV-LP 235 & ¢ mZMER" Y,

ARAFFEEE R F B, HBV-LP £ HBV & i 7
# HBV-DNA HBeAg B %, HBV-LP £ i 3 2. %
T HBV-DNA, HBeAg. ELISA ¥l HBV-LP
FHXT R B E S HBV-DNA & & K& ¥ DUE 2 (8] 34 47 48
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