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Correlation of carbapenem-resistant Klebsiella pneumoniae class | integrons,ISCR1 and drug resistance”
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Abstract : Objective To investigate the distribution of class | integron and the inserted sequence common
region (ISCR1) of the carbapenem-resistant Klebsiella pneumoniae isolates and the types of drug-resistant
genes,and to analyze its structure and its relationship with drug resistance. Methods Totally 44 strains of
non-replicative carbapenem-resistant Klebsiella pneumoniae were collected and identified. Conventional drug
susceptibility was tested by VITEK2 COMPACT automatic microbial identification susceptibility analyzer and
disc diffusion method. Meanwhile, polymerase chain reaction (PCR) method was used to detect resistant genes
carried in class | integron and ISCR1 as well as their variable-region genes. Results Among the 44 strains of
Klebsiella pneumoniae, 32 were positive class | integron,no class [[ /Il integrons were detected,the variable-
regions of 29 strains of class | integron were positive,and the resistant gene carried by class [ integron was
aadA. Furthermore, there were six strains of positive ISCR1,among which one strain of ISCR1 carried the re-
sistance gene sull. In addition,in the five strains that carried class ] integron and ISCR1 simultaneously,one
strain with two-component system were found to exist in tandem array in carbapenem-resistant Klebsiella
pneumoniae. Drug susceptibility results showed that resistance of carry | class integron strains was higher
than those not carry | class integron strain. Conclusion Class ] integron exists commonly in carbapenem-
resistant Klebsiella pneumoniae, which influences on drug-resistant strains. ISCR1 was not widely carried. The
composite structure in which two elements exist in tandem array affects the horizontal spread of drug resist-
ance genes among different carbapenem-resistant Klebsiella pneumoniae strains.
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