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Abstract: Objective To evaluate a new reagent called reverse dot blot assay kit for hepatitis B virus geno-
types (immunofluorescence method). Methods Three hundred and eighty-three serum samples were collect-
ed. Another 50 cases of corresponding plasma were needed. Hepatitis B virus genotype A to D was detected by
the diagnostic kit for hepatitis B virus genotypes (fluorescence immunochromatography assay). The gene se-
quencing technique was regarded as a control method for genotype A,and other genotypes were determined by
real-time quantitive PCR. The same sample was detected by using the experimental reagent and control reagent
at the same time. If the results were inconsistent,another two previous detections were needed as the final re-
sults. If the results of one more time detecting were still inconsistent, then the samples would be sequenced
and the results were analyzed by kappa-test for symmetric measures. In addition, the results of the correspond-
ing serum and plasma samples were analyzed to check the consistency. Results Fifteen genotype A samples
were detected out by diagnostic kit,and 12 samples were detected out by the control reagent. For genotype B,
C,D,the positive coincidence rates were of 98. 00%,98. 78% ,87. 50% , respectively; the negative coincidence
rates were 99. 06% , 86. 99%, 100. 00% , respectively; the total coincidence rates were 94. 84%, 94. 84 %,
99. 73% srespectively; the value of kappa were 0. 881,0. 881,0. 932, respectively. And the detecting results of
plasm samples were same as that of the corresponding serum samples. Conclusion The experimental reagent

was able to meet the requirements to the clinical diagnosis.
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