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Abstract ; Objective

To investigate the genetic characteristics of L. pneumophila in Sichuan province. Methods

The sequence-

based typing (SBT) were used to describe the genetic polymorphism of 79 strains which were isolated from 1989—2016 in Sichuan

province. According to the reference, PCR was used to detect the 7 housekeeping genes, the results were sequenced and compared

with the database of EWGLI. Results

A total 33 sequence types (STs) were obtained with 5 main clonal complex(CCs) and 5 sin-

gleton,including 11 novel STs (ST2355—ST2365). Conclusion SBT could be applied to study the gene typing of L. pneumophila

and L. pneumophila in Sichuan show the high genetic polymorphism and the regional specificity. The results also suggest that the i-

solates are a potential threat to the public health,effective control and prevention strategies are urgently needed.
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FF . WS 0 904 L5 8O T i 9 AT X 434 . 15 E)
ST #, PCR TR ¥%H 25 ul & Wik &, Hrh 1 X PCR Mix-
ture CERHEY AR AFD Jy 22 pL, E RIS (10 mmoD £ 1
pL . DNA #i 1 pL. fE¥H S 895 CHIATE 5 min, 95 CAEH:
30 5,55 CiBk 30 5,72 CHEA 45 s, 3 35 MFFR,72 CTLEK
HEf§ 10 min,
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2.1 16S rRNA R A% X 79 MROf A7 2847 42 B
J& 16S rRNA i , 40 % i Uk 7R . 79 BRI I TE 650 bp AL A

O S R UK A5 B SR I S B PE . I VS BEAR SIS e s 11 B
MR, EMmiER R 1 B (LP1), 3t 43 # (54, 43%) ;12
LP7(15.19%) .6 %k LP6(7.59%).4 ¥k LP11(5. 06%),3 £k
LP12 (3. 80%); LP3, LP9, LP13 1 LP15 4y A 2 #k &
(2.53%),1 #k LP5(L. 27%) . b A 1 #k B8 N M 4
(LP9 #1 LP14), L3 1.

x1 79 HRPEREFA B MIE S 1 (%) ]

1035 A LUV itk L i ok ME R ait
LP1 30(37.97) 2(2.53) 4(5.06) 6(7.59) 1(1.27) 43(54.43)
LP3 0(0.00) 0(0.00) 0(0.00) 2(2.53) 00. 00) 2(2.53)
LP5 0(0.00) 1(1.27) 0(0.00) 0(0.00) 0(0.00) 1(1.27)
LP6 4(5.06) 0(0.00) 0€0.00) 1(1.27) 1(1.27) 6(7.59)
LP7 10(12. 66) 0€0.00) 2(2.53) 1(1.27) 0€0.00) 12(15.19)
LP9 2(2.53) 0(0.00) 0€0.00) 0(0.00) 0¢0. 00) 2(2.53)
LP10 1(1.27) 0(0.00) 0(0.00) 0(0.00) 0(0.00) 1(1.27)
LP11 0(0.00) 0(0.00) 3(3.80) 1(1.27) 0(0.00) 4(5.06)
LP12 1(1.27) 2(2.53) 0€0.00) 0(0.00) 0€0.00) 3(3.80)
LP13 0(0.00) 0€0.00) 0€0.00) 2(2.53) 0(0.00) 2(2.53)
LP15 1(1.27) 0(0.00) 1(1.27) 0(0.00) 0(0.00) 2(2.54)
LP9/LP14 0(0.00) 0(0.00) 0(0.00) 1(1.27) 0(0.00) 1(1.27)
it 49(62.03) 5(6.33) 10(12. 66) 14(17.72) 2(2.53) 79(100. 00)
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