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Study on vitamin D receptor gene polymorphisms and pulmonary tuberculosis
susceptibility among Tibetan children in Qinghai-Tibetan plateau”
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Abstract: Objective To study the correlation between vitamin D receptor(VDR) gene Fok | and Bsm | polymorphisms with
pulmonary tuberculosis (PTB) susceptibility among Tibetan children in Qinghai-Tibetan plateau. Methods One hundred and sixty-
two Tibetan children cases of PTB in the Qinghai Provinicial Women and Children’s Hospital during 2013 to 2015 were sclected as
the cases group and 167 healthy Tibetan children with mycobacterial contact history as the healthy control group. The VDR gene
Fok | and Bsm | in the two groups were detected by PCR-RFLP. The association between two kinds of polymorphisms with PTB
susceptibility were analyzed by adopting PCR-RFLP. Then the distribution results of different samples were performed the statisti-
cal analysis for conducting the relationship between the two kinds of polymorphisisms and PTB susceptibility of Tibetan children.
Results The genotype frequencies of FF,Ff and {f in the cases group were higher than those in the control group,the difference
was statistically significant(P<Z0. 05,0R:2. 692, 95%CI.1.349—5.373). The genotype BB,Bb and bb had no statistically signifi-
cant difference between the cases group and control group(P>0. 05,0R:1. 009 95% CI.0. 560 — 1. 816). Conclusion The VDR
Fok I gene polymorphism is corrrelated with the PTB susceptibility among Tibetan children in Qinghai-Tibetan plateau,its geno-
type {f might be an onset risk factor. But the Bsm | polymorphism has no relationship with PTB onset.
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1.3.2 PCRE|¥)F¥] Fok I £&M. i AGC TGG CCC
TGG CAC TGA CTC TGC TCT, Fiif ATG GAA ACA CCT
TGC TTC TTC TCC CTC, Bsm [ £ & 1. I #if CAA CCA
AGA CTA CAA GTA CCG CGT CAG TGA. Fiif AAC CAG
CGG GAA GAG GTC AAG GG, PCR [z i {& % : DNA # #iz
100 ng,primers(10 pmol/1.)0. 3 pL, 10 X PCR Buffer 1. 5 pl,
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JifE U 578 K/ 822,646,176 bp 3 4N F B, L& 2B,

2.3 FEDRRY T SR IR A A AR R B 40 AT S B4l VDR

Fok [ Z 3Ry FEFT 5 £f 3 Ffr 3 8 20 55 %8 IR 2 7 A1 o7 % K]
R ZRALITEE (4 =8.85,P=0.013), SAIERH
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Fok |
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B Gy I H 28 5850 & 4 R R RIS KA AT
B2 T RO L E TB 09 &AL 3T 5 A s B A s
2, Lk TB G .

HER D ZRRE—MEZKED. % 1,25(0H),D; K #
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