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Abstract: Objective To study the genotype of hepatitis C virus(HCV) and understand the genotype distribution of hepatitis C
in Shandong area. Methods Serum samples from 448 patients with hepatitis C were collected and classified into HCV infected sam-
ples by pyrosequencing. Results Totally 448 cases of patients with hepatitis C were detected in 7 genotypes,respectively,288 cases
of type 1b(64.28%),137 cases of type 2a(30.57 %) ,13 cases of type 1a(2.90%) .4 cases of type 3b(0.90%),2 cases of type 3a
(0.45%),2 cases of type 6a(0.45%),2 cases of type 1alb(0.45%). The analysis of HCV genotype and sex and age showed no
significant correlation. The analysis of genotype prevalence in 2013—2016 years showed no obvious change trend. Conclusion Hep-
atitis C virus infection in Shandong area is dominated by type 1b,followed by type a2;there was no significant difference in age and
gender,in the past 4 years,there is no obvious change trend of genotype annual prevalence in Shandong area.
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