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Abstract ; Objective To establish a method for detecting single nucleotide polymorphism(SNP) of 526 locus in ABO gene by u-
sing high resolution melting(HRM) curve. Methods Genomic DNA was extracted from blood samples of 35 individuals randomly,
whose ABO blood types were going to be detected. The HRM method was then used to test the polymorphism at 526 gene locus of
genomic DNA in 35 individuals. The accuracy of results was further verified by PCR-DNA sequencing and ABO blood type serologi-
cal test. Results Among 35 samples, 13 cases were heterozygote and 22 cases were homozygote. Verified by sequencing and sero-
logical tests, 13 cases of G/C heterozygote included 8 cases of B blood type and 5 cases of AB blood type respectively, while 22 cases
of CC homozygote included 10 cases of A blood type and 12 cases of O blood type. The results of HRM analysis were consistent

with the results of DNA sequencing and serological tests. Conclusion The HRM method is accurate, convenient, efficient and eco-

nomical, which is expected to be a new method for genotyping ABO blood group.
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