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Abstract; Objective To amplify the Staphylococcus aureus enterotoxin B (SEB) gene and to construct its prokaryotic expres-
According to SEB

gene sequences in the GenBank,a pair of specific primer containing BamH [ and Xho ]I enzyme digestion sites were designed. The

sion vector for conducting induction and expression to lay the foundation for its application research. Methods

SEB genome DNA served as the template for conducting PCR amplification, then after BamH [ and Xho I dual enzyme digestion,
connected with the pET-28a(+) for making corresponding enzyme digestion. Escherichia coli BL21 was transformed. The plasmids
were extracted for conducting the dual enzyme digestion identification and sequencing. The fusion protein was expressed by using
the IPTG induction. The expressed product was identified by Western blot. Results SEB gene was successfully amplified, which
size was 801bp,the recombinant PET-28(+)-SEB dual enzyme digestion identification could find the target fragments, the sequen-
cing results displayed that SEB was in the correct reading frame, the sequencing comparative analysis showed that its consistency to
nucleotide sequence in the related report was 99%. After IPTG induction, the fusion protein could be expressed as the inclusion
body in the corresponding molecular weight 35X 10? of pET-28a(+)-SEB/BL21. The target protein could be detected in the corre-
sponding molecular weight by Western blot. Conclusion SEB gene is cloned and successfully expressed as the inclusion body in
Escherichia coli BL.21, which lays a foundation for staphylococcus aureus SEB application research.
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